holin (CDS_0045) terminase small subunit (CDS_0051)
CDS_0047 CDS_0049 head morphogenesis (CDS_0003)
CDS_0046 CDS 0048T CDS_0050 CDS_0001 portal protein (CDS_0002, head maturation protease (CDS_0004)

I%
|.
|.

It

TemPhD_cluster_25986 35576:5213(+)
CDS_0047 CDS_0050

E— — ——
TemPhD_cluster_9042 37304: 5213( )
CDS_0050

I I
TemPhD cluster 49407 39486 5213(+)

toxin-antitoxin system HicB-like (CDS_0044)
CDS 0042
"~ ] cDs 0043 CDS_ 0049 CDS_0050

e
_i
|
I
|

TemPhD_cluster_50345 33211:5213(+)

CDS_0054
TCDS_OOSS CDS_0060

S S E—
TemPhD_cluster_18377 42182:5213(+)

CDS_0050 CDS_ 0052
“|cDs_0051 CDS_0053

E— —
TemPhD_cluster_27595 36792 5213(+)

anti-termination protein Q-like (CDS_0039) holin (CDS_0042)
CDS_0040 CDS, 004Ir CDS_0046 CDS_0047

TemPhD _cluster_36231 33663:5213(+)

TemPhD _cluster_61617 31503:5213(+)
CDS_0055 CDS_0058

TemPhD _cluster_24421 38068:3140(+)
CDS_0051

e —— & ———1
TemPhD_cluster_7452 35747:3140(+)

CDS_0050 CDS_0052
CDS_0044 cbs 0051

TemPhD_cluster 25957 34220:3140(+)
CDS_0049

TemPhD_cluster_42760 34024:3140(+)
CDS_0051

TemPhD_cluster_36544_ 35434:3140(+)
CDS_0045 CDS_0050

— — —
TemPhD_cluster_36809_ 34655:3140(+)

CDS_0046
TemPhD dluster 42973 33267:3140(+) T
CDS_0058
w_—— vt A

] I
TemPhD_cluster_27145 39449:3140(+)
anti-termination protein Q-like (CDS_0054) CDS_0058

TemPhD_cluster_31793 40535:3140(+)
CDS_0052

TemPhD_cluster_42211 34905:3140(+)
CDS_0051

— N —
TemPhD_cluster_42731 34483:3140(+)
CDS_0058

TemPhD_cluster_31943 38677:3140(+)
CDS_0048

TemPhD_cluster_48702_ 39628:3140(+)
anti-repressor (CDS_0040) CDS_0041 CDS_0042 CDS_0045

TemPhD_cluster 30150 31750:3140(+)
CDS.0036  CDS.0037 CDS_0041

TemPhD_cluster_22068 25895:3140(+)
CDS_0051

—
TemPhD_cluster_27363 34552:3140(+)

RM_Type_llI_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0037)
CDS_0036 Retron_|_B__ ATPase_TOPRIM_COG3593 (CDS_0038) CDS_0043

E*

TemPhD_cluster_51514 26640:3140(+)
CDS_0057 CDS_0059

TemPhD_cluster 21623 39964:3870(+)
CDS_0050

TemPhD_cluster_36795_ 34641:3870(+)
CDS_0058

I A R I N
IMGVR_UViG_2880319907_000002|2880319907/2880319907(1937927-1983517 40872:45589(+)
CDS_0057

TemPhD_cluster 40697 40477:3870(+)
CDS 0052

TemPhD_cluster_ 41921 36791:3870(+)
CDS_0056

TemPhD_cluster_35387 40577:3870(+)
Rz-like spanin (CDS_0058)

TemPhD_cluster_48692_ 39396:3870(+)
CDS_0057

TemPhD_cluster 40656 41239:3870(+)

CDS_0053 CDS_0057
—  E E— e e  ——
TemPhD_cluster_60444 37997:3870(+)
CDS_0056

— I I — N
IMGVR_UViIG_2681813456_000005|2681813456]2681898405[1-45350 40897:45348(+)

5000 nt i

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function Defence
N —




