anaerobic ribonucleoside reductase large subunit (CDS_0058)

CDS_0051 CDS_0054 CDS_0056 CDS_0060CDS_0062
CDS_0050 CDS_0052 CDS_0053 CDS_0055 CDS 0057 CDS_0059 CDS_0061| CDS_0063

QX O O K ( R G G

SAMN10080886_al_ct58159_vs1 59621:70297(+)

CDS_0056 anaerobic ribonucleoside reductase large subunit (CDS_0058)
CDS_0051 'CDS_0057 \

uvig_573385 61289:71437(+)

HNH endonuclease (CDS_0056)
52 53 5455 57 59

K aCCEaCIaEE-< ( KA

MGV-GENOME-0367461 57819:69422(+)

anaerobic ribonucleoside reductase large subunit (CDS_0054)
HNH endonuclease (CDS_0053)
50 51 52 | 55 60 61 62
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uvig 539279 59168:72623(+)

HNH endonuclease (CDS_0052)
50 51 53 54 60

¢ O O O G O —K K AKX K

IMGVR_UViG_3300045988_018498|3300045988|Ga0495776_002922 57368:69618(+)

HNH endonuclease (CDS_0054)
51 52 53 55

¢ AKX —CK K O G G

MGV-GENOME-0367609 58129:68519(+)

anaerobic ribonucleoside reductase large subunit (CDS_0049)
CDS_0048 \ CDS_0051

< . ( €

SAMNO09781738_al_ct350 54014:62823(+)
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CDS_0051

¢ O SO G O ]

SAMNO09781763_al_ct15825 58648:67405(+)
homing endonuclease (CDS_0030) CDS_0035

A KK K € G

MGV-GENOME-0343337 29248:37051(+)

CDS_0047
CDS_0042 'CDS_0048 CDS_0049

X O G O O R O S G G

MGV-GENOME-0366666 56047:65781(+)

CDS_0047
CDS_0046 CDS 0048 CDS_0049 CDS_0052 CDS_0054

X AKX O X K

MGV-GENOME-0365876 58054:69466(+)

HNH endonuclease (CDS_0052) ribonucleoside-diphosphate reductase large subunit (CDS_0053)

4 KK s K

Ma_2019_SRR413656_NODE_70_length_101371_cov_3.823009 60453:71252(+)

ribonucleoside-diphosphate reductase large subunit (CDS_0052)
CDS_0051 \ CDS_0055

K O O (S ( (¢ S

OTU_108 60697:71462(+)

ribonucleoside-diphosphate reductase large subunit (CDS_0054)

CDS_0051 CDS_0052 CDS_0053 CDS_0058
MGV-GENOME-0365107 56684:68365(+)
CDS_0048
endonuclease (CDS_0042) CDS_0047 anaerobic ribonucleoside reductase large subunit (CDS_0049)

OTU_205 52380:63241(+)
homing endonuclease with LAGLIDADG motif (CDS_0053)

anaerobic ribonucleoside reductase large subunit (CDS_0059)
CDS_0060 CDS_0052
CDS_0061 CDS_0054 | ] cps.0051
OTU_281 29723:42310(-)
CDS_0041 CDS_0046 CDS_0047 ribonucleoside-diphosphate reductase large subunit (CDS_0048)
MGV-GENOME-0363354 56378:66382(+)
phosphoheptose isomerase (CDS_0042)
CDS_0043
CDS_0041 CDS_0044 HNH endonuclease (CDS_0049) CDS_0051

NC_049977.1 59716:70027(+)
CDS.0045  CDS_0047

uvig_27839 54773:65442(+)

CDS_0041

CDS_0040

T | cps.0042 HNH endonuclease (CDS_0048)
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IMGVR_UViG_3300029653_000001|3300029653|Ga0245224_100144 59575:69869(+)

HNH endonuclease (CDS_0049)

X XX < ( (K
uvig 55613 60396:69715(+)
CDS 0050
(K G . ( K

MGV-GENOME-0365132 57916:68132(+)

CDS_0048
X KK < K . K
IMGVR_UViG_3300045988_011506|3300045988|Ga0495776_056940 57578:67759(+)
CDS_0049 CDS_0050 CDS_0052 CDS_0053
X O G O K KK ]

MGV-GENOME-0365701 59044:69591(+)

HNH endonuclease (CDS_0054)
HNH endonuclease (CDS_0052) CDS_0055

KK KKK O e

[

OTU_115 58783:70085(+)

HNH endonuclease (CDS_0048)
CDS_0051 endonuclease (CDS_0052) HNH endonuclease (CDS_0057)

A KEEEEK S O G G

Ma_2019_SRR413608 NODE_71 length 101807 cov_14.655712 58305:68893(+)
CDS_0050 endonuclease (CDS_0051)

&K A CKEOEETEK S O G G

SAMNO0791953_al_ct8285 57090:68838(+)
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CDS 0047

K KKK S O S G

MGV-GENOME-0365109 53075:64593(+)

CDS_0048  ribonucleoside-diphosphate reductase large subunit (CDS_0049)

¢ KK A I~ K O K]

MGV-GENOME-0364106 54481:65033(+)

ribonucleoside-diphosphate reductase large subunit (CDS_0051)
CDS_0050 homing endonuclease (CDS_0055)

¢ KKK (RO KK

uvig 39505 55007:66162(+)

ribonucleoside-diphosphate reductase large subunit (CDS_0056)
CDS_0055

¢ KK S U R O G G e

MGV-GENOME-0366805 62222:72668(+)

CDS_0043 CDS_0045 ribonucleoside-diphosphate reductase large subunit (CDS_0046)

¢ KA S e S A K

MGV-GENOME-0357823 55649:66407(+)

HNH endonuclease (CDS_0054)

CDS 0051 CDS_0055
‘| cDs_0052 " | cDs_.0056 CDS_0057
( KK X AKX KK L K]

NC_062768.1 56040:68073(+)

CDS_0047 CDS_0048

¢ KKK K K

MGV-GENOME-0361050 51175:61546(+)

anaerobic ribonucleoside reductase large subunit (CDS_0051)
endonuclease (CDS_0053)

50 52 54
KX KK &K Q¢ K X K K {
uvig 154035 57570:71481(+)
CDS_0045 CDS_0050
K KL K { KK |
uvig 166785 55905:66688(+)
CDS_0061 CDS_0063
CDS_0062] CDS_0067  CDS_0068
C K K O S S (O R 0 K K { [
uvig 402205 62460:74525(+)
CDS_0059
HNH endonuclease (CDS_0053) CDS_0060CDS_0061
=X K K O N S O KK K ( { K
uvig 279204 60455:73215(+)
CDS_0057

CDS_0058CDS_0059

K . KKK { )

MGV-GENOME-0362515 60187:72400(+)

HNH endonuclease (CDS_0055)
5354 56 57

61 6
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MGV-GENOME-0363455 58115:71041(+)

CDS_0069 CDS_0070

KX K K (G G O I ¢ K K { <

Monaco_MBA4038 NODE _5_length_ 99783 _cov_26.247343 65570:77633(+)

anaerobic ribonucleoside reductase large subunit (CDS_0054)
HNH endonuclease (CDS_0052)
CDS_0053 CDS_0055

¢ O K \ SO O S R G G

uvig 378870 54211:66188(+)

endonuclease (CDS_0054)
HNH endonuclease (CDS_0051) 52 53 55

60
¢ K KK < KT

IMGVR_UViG_3300045988_023883|3300045988|Ga0495776_002899 57094:70541(+)

HNH endonuclease (CDS_0045) 46 9

47 48 4
€ X K LK H O O K KKK

MGV-GENOME-0360415 53776:66619(+)

anaerobic ribonucleoside reductase large subunit (CDS_0051)
anaerobic ribonucleoside reductase large subunit (CDS_0049)
HNH endonuclease (CDS_0050) endonuclease (CDS_0053)
HNH endonuclease (CDS_0048) ‘ 52 54

¢ O O G S R —K KK | KEEETT

MGV-GENOME-4433511 54458:68616(+)

HNH endonuclease (CDS_0052) 53 54 55 56 61

¢ O E—C I =T

MGV-GENOME-0361597 57727:70745(+)

anaerobic ribonucleoside reductase large subunit (CDS_0058)
endonuclease (CDS_0061)
HNH endonuclease (CDS_0057) 59 60 62

¢ O O O G G CAOOKEETTAEC K

IMGVR_UViG_3300045988_023906|3300045988|Ga0495776_012355 58533:71438(+)

anaerobic ribonucleoside reductase large subunit (CDS_0058)
endonuclease (CDS_0060)
HNH endonuclease (CDS_0057) 59 61

¢ O O O G S KA &K

uvig_376932 58598:71448(+)

anaerobic ribonucleoside reductase large subunit (CDS_0050)
HNH endonuclease (CDS_0049) \ CDS_0051 CDS_0052

¢ G S K G G A K

IMGVR_UViG_3300014544_000001|3300014544|Ga0134429_100073 54774:66770(+)
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