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integrase (CDS_0022)
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29

30 31

IMGVR_UViG_3300045988_159711|3300045988|Ga0495776_071567 17676:28149(+)

integrase (CDS_0024)
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IMGVR_UViG_3300029550_000070|3300029550|Ga0245019_100267|1-40482 17857:29784(+)
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IMGVR_UViG_3300045988_165772|3300045988|Ga0495776_162734 17210:27901(+)
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uvig_89458 16783:26752(+)
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uvig_146933 17800:36054(+)
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2223
24

2526272829
integrase (CDS_0030)

uvig_10200 17594:28470(+)

integrase (CDS_0027)
28 293031

32
33 34
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IMGVR_UViG_3300029719_000351|3300029719|Ga0245179_1000280|73695-112221 17365:26339(+)

integrase (CDS_0024)
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integrase (CDS_0024)
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Retron_VI__HTH (CDS_0028)
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MGV-GENOME-0308483 13376:25443(+)
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IMGVR_UViG_3300045988_095863|3300045988|Ga0495776_086029 16331:26137(+)
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25
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IMGVR_UViG_3300045988_120838|3300045988|Ga0495776_086197 16514:26195(+)

23
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9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation

unknown function Defence


