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IMGVR_UViG_3300045988_082238|3300045988|Ga0495776_185904 13436:27407(+)

virion structural protein (CDS_0017)
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IMGVR_UViG_3300045988_105960|3300045988|Ga0495776_127885 13429:27361(+)
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integrase (CDS_0024)
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IMGVR_UViG_3300045988_159711|3300045988|Ga0495776_071567 17676:28149(+)

integrase (CDS_0024)
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IMGVR_UViG_3300029550_000070|3300029550|Ga0245019_100267|1-40482 17857:29784(+)
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IMGVR_UViG_3300045988_165772|3300045988|Ga0495776_162734 17210:27901(+)

integrase (CDS_0024)
25 2627
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IMGVR_UViG_3300045988_118941|3300045988|Ga0495776_025716 16977:27296(+)
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Retron_VI__HTH (CDS_0028)
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Han_2018_ERR1398175_NODE_471_length_46014_cov_9.754129 17800:35678(+)
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2223
24

2526272829
integrase (CDS_0030)

uvig_10200 17594:28470(+)

integrase (CDS_0027)
28 293031

32
33 34

IMGVR_UViG_3300045988_131514|3300045988|Ga0495776_178297 17320:27082(+)

integrase (CDS_0025)
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IMGVR_UViG_3300029719_000351|3300029719|Ga0245179_1000280|73695-112221 17365:26339(+)

integrase (CDS_0024)
25 2627
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29 30

IMGVR_UViG_3300045988_093093|3300045988|Ga0495776_176740 16712:25918(+)
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uvig_530960 16718:25263(+)

integrase (CDS_0024)
25 26
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MGV-GENOME-0308483 13376:25443(+)
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IMGVR_UViG_3300029122_000293|3300029122|Ga0168799_1000074|92898-131548 16747:26114(+)

24 25 2627

Retron_VI__HTH (CDS_0028)
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uvig_185387 16920:26837(+)
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IMGVR_UViG_3300045988_095863|3300045988|Ga0495776_086029 16331:26137(+)
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integrase (CDS_0026)
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IMGVR_UViG_3300045988_120838|3300045988|Ga0495776_086197 16514:26195(+)

23
integrase (CDS_0024)
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MGV-GENOME-0246662 16403:24034(+)
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uvig_96432 17169:28013(+)
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MGV-GENOME-0308613 17169:24546(+)

Retron_VI__HTH (CDS_0024)
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9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation

unknown function Defence


