transposase (CDS_0035)
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MGV-GENOME-0237121 17987:25965(+)

endolysin (CDS_0027) 33
28 29 30 31 32 T34 transposase (CDS_0035)
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MGV-GENOME-0168504 17043:22837(+)

endolysin (CDS_0008) transposase (CDS_0003)
7 6 5 4 2 1
MGV-GENOME-0180185 602:7058(-)
endolysin (CDS_0027) transposase (CDS_0032)
28 29 30 31 333435 36
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MGV-GENOME-0179962 17991:24565(+)
endolysin (CDS_0026) transposase (CDS_0031)
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MGV-GENOME-0164698 16905:22360(+)
HNH endonuclease (CDS_0034)

endolysin (CDS_0027) transposase (CDS_0032)
28 29 30 31 33 35
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MGV-GENOME-0180685 17788:24670(+)
DNA binding protein (CDS_0033)

endolysin (CDS_0027) transposase (CDS_0032)
28 29 30 31 | 34
MGV-GENOME-0175080 17721:23829(+)
endolysin (CDS_0024) 28
25 26 27]
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MGV-GENOME-0128635 14237:18065(+)

endolysin (CDS_0027)  HNH endonuclease (CDS_0033)
28 29 30 3132 34
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MGV-GENOME-0169513 17978:23032(+)
DNA binding protein (CDS_0006)

endolysin (CDS_0012) transposase (CDS_0007)  cysH_IV-B_1 (CDS_0002)
11 10 9 8 | 543 1
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MGV-GENOME-0145583 3:7450(-)

endolysin (CDS_0007) transposase (CDS_0002)
6
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MGV-GENOME-0156238 152:5753(-)

transposase (CDS_0033)
27 28 29 30 31 32 34

MGV-GENOME-0172582 17868:23465(+)
HNH endonuclease (CDS_0033)

endolysin (CDS_0027) transposase (CDS_0032)
28 29 30 31 | 34 35
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uvig_460680 17595:23911(+)

replication initiation protein (CDS_0032)
pyrophosphatase (CDS_0033)
transposase (CDS_0031) "HNH endonuclease (CDS_0035)
26 27 28 29 30 | 34 36
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MGV-GENOME-0188448 17999:25900(+)

endolysin (CDS_0027) transposase (CDS_0035)
28 29 30 31 323334 36 37
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MGV-GENOME-0175012 17987:23913(+)
endolysin (CDS_0027) 28 29 30 31 32 33 34

MGV-GENOME-0181245 17836:22809(+)
replication initiation protein (CDS_0036)

HNH endonuclease (CDS_0039)
endolysin (CDS_0027) pyrophosphatase (CDS_0037)
20 25 28 29 30 31 323334 35 | 38 | 40 41
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MGV-GENOME-0189437 17610:26161(+)

endolysin (CDS_0004)
CDS_0003 CDS_0001
€DS 0002

MGV-GENOME-0111105 438:4080(-)

endolysin (CDS_0027)
28 29 30 31
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MGV-GENOME-0176388 17856:22244(+)

transposase (CDS_0031)
endolysin (CDS_0027) 28 29 30 32 33
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uvig 503778 17915:24331(+)
endolysin (CDS_0027)

MGV-GENOME-0130387 15937:18235(+)
endolysin (CDS_0001)

MGV-GENOME-0127157 1:2353(-)
endolysin (CDS_0003) CDS_0002CDS_0001

MGV-GENOME-4325215 2:3710(-)

endolysin (CDS_0027) HNH endonuclease (CDS_0032)
28 29 30 31 33
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MGV-GENOME-0168552 17868:22899(+)

HNH endonuclease (CDS_0029)
endolysin (CDS_0027)
CDS_0028 CDS_0030
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MGV-GENOME-0163725 18114:22223(+)

transposase (CDS_0031) HNH endonuclease (CDS_0037)
32 pyrophosphatase (CDS_0035)
endolysin (CDS_0027) 28 29 30 T3z 34 36 | 38 39
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MGV-GENOME-0190454 17986:26328(+)
HNH endonuclease (CDS_0033)

endolysin (CDS_0027) transposase (CDS_0031)
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MGV-GENOME-0181721 17991:24935(+)

endolysin (CDS_0006)
5 4 3 2 transposase (CDS_0001)
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MGV-GENOME-0138861 52:5321(-)
replication initiation protein (CDS_0034)

HNH endonuclease (CDS_0037)
transposase (CDS_0031) pyrophosphatase (CDS_0035)
23 endolysin (CDS_0027) 28 29 30 32 33 | 36 | 38

MGV-GENOME-0192374 17475:26548(+)
transposase (CDS_0030) pyrophosphatase (CDS_0034)

32 HNH endonuclease (CDS_0036)
endolysin (CDS_0026) = 27 28 29 31 ] 33 | /%5 37 38
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MGV-GENOME-0190948 17598:26410(+)

integrase (CDS_0032)
transposase (CDS_0031) HNH endonuclease (CDS_0040)
27 28 29 30 33 34 35 36 37 38 39 41
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IMGVR_UViG_3300045988_124246|3300045988|Ga0495776_074977 17862:30989(+)

DNA binding protein (CDS_0026)
transposase (CDS_0025)
16 endolysin (CDS_0021) 22 23 24 ‘ 27
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MGV-GENOME-0134525 12572:18676(+)

HNH endonuclease (CDS_0034)
pyrophosphatase (CDS_0032)
27 282930 31 33 | 35 36
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MGV-GENOME-0172785 17891:23590(+)

HNH endonuclease (CDS_0033)
pyrophosphatase (CDS_0031)
27 2829 30 32 | 34 35

MGV-GENOME-0171768 17990:23447(+)

replication initiation protein (CDS_0033)
HNH endonuclease (CDS_0036)
endolysin (CDS_0027) pyrophosphatase (CDS_0034)
28 29 303132 | 35 | 37
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MGV-GENOME-0177443 17828:24191(+)

replication initiation protein (CDS_0030)
HNH endonuclease (CDS_0033)
pyrophosphatase (CDS_0031)
27 2829 | ] 32 | 34

MGV-GENOME-0171212 17990:23274(+)

replication initiation protein (CDS_0032)
HNH endonuclease (CDS_0035)
pyrophosphatase (CDS_0033)
endolysin (CDS_0027) 28 293031 ‘ 34

36
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MGV-GENOME-0180736 17867:24680(+)

HNH endonuclease (CDS_0036)
endolysin (CDS_0027) pyrophosphatase (CDS_0034)
28 29 30 3132 33 35 | 37
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MGV-GENOME-0180405 17715:24632(+)
replication initiation protein (CDS_0032)

HNH endonuclease (CDS_0035)
endolysin (CDS_0027) pyrophosphatase (CDS_0033)
28 29 3031 | 34 | 36 37

MGV-GENOME-0179464 17901:24584(+)

HNH endonuclease (CDS_0035)
endolysin (CDS_0027) pyrophosphatase (CDS_0033)
28 29 3031 32 34 | 36
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MGV-GENOME-0178341 17864:24329(+)

replication initiation protein (CDS_0035)
HNH endonuclease (CDS_0038)
endolysin (CDS_0028) pyrophosphatase (CDS_0036)
29 30 31 32 3334 | 37 | 39 40
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MGV-GENOME-0185528 18036:25524(+)
HNH endonuclease (CDS_0036)

endolysin (CDS_0027) pyrophosphatase (CDS_0034)
28 29 303132 33 35 \ 3738

MGV-GENOME-0181078 17878:24827(+)

replication initiation protein (CDS_0031)
HNH endonuclease (CDS_0034)
pyrophosphatase (CDS_0032)
endolysin (CDS_0027) 28 29 30 88 ‘ 35
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MGV-GENOME-0179580 17990:24505(+)

replication initiation protein (CDS_0034)
HNH endonuclease (CDS_0037)
pyrophosphatase (CDS_0035)
endolysin (CDS_0027) 28 29 30 31 3233 36 | 38 39
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MGV-GENOME-0184743 17868:25398(+)

CDS 0026  CDS_0028
[ cDs_0027

MGV-GENOME-0148265 17500:20267(+)
CDS_0026 CDS_0027

MGV-GENOME-0143119 17098:19645(+)
CDS_0026

MGV-GENOME-0137831 16871:19034(+)
CDS_0001

MGV-GENOME-0116249 3:2131(-)
HNH endonuclease (CDS_0029)

26 27 28 30
MGV-GENOME-0160329 17611:21766(+)
CDS_0026

MGV-GENOME-0145180 17613:19887(+)
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