CDS_0036
CDS_0041
CDS_0038
CDS_0032 CDS_0040
CDS_0031 CDS_0042
CDS_0035 | CD3$ 0043

CDS_0029 CDS_0034 CDS_0039

T CDS.0030 CDS_0033CD5_0037|]| | Lamassu-Fam_LmuB_SMC_Cap4_nuclease_ll (CDS_0044)

IMGVR_UViG_3300045988_120104|3300045988|Ga0495776_151558 30292:40761(+)

CDS_0035
[ cDs.0036

<
Q
<

(9]
a
z
o
<
m

o
W
w
=
N
o
o
w
o
N
0
N
i
jo]
@
o~
N

(+)
35 36 37 3839

IMGVR_UViG_3300045988_125228|3300045988|Ga0495776_169018 30292:42702(+)

RM_Type_lIG_Type_lIG__Type_IIG_FAM O.einsi_trimmed (CDS_0037)
35 36 [ SoFic_SoFic (CDS.0038) 39

5

o
@
[
=
o
)
o
w
o
]
0
N
O
o
-
o
JoN

<
(9]
<
©
m
z
]
<
m

(+)

w
e

35 36 3738 40 41

MGV-GENOME-0350140 30292:43356(+)

40
35 36 3738 39 [41

uvig 341100 30292:45262(+)

CDS_0034
CDS_0035
CDS_0033] CDS_0036

MGV-GENOME-0329131 30616:41324(+)

CDS_0034
CDS_0033 | CDS 0035

I
IMGVR_UViG_3300045988_115606|3300045988|Ga0495776_157615 30616:40277(+)

CDS_0035
CDS_0034
CDS_0033 | CDS_0036

uvig_386005 30616:41500(+)

CDS_0033
| cbs_0034

IMGVR_UViG_3300045988_106116|3300045988|Ga0495776_168632 30249:40038(+)

CDS_0035
CDS 0033  [CDS 0036
[ cDs 0034

uvig 585943 30237:41756(+)

CDS_0034
CDS_0033 | CDS_0035

P OIDDDARIINNED
IMGVR_UViG_3300045988_089325|3300045988|Ga0495776_181367 30251:40019(+)
34
32 33 3536

IMGVR_UViG_3300045988_129495|3300045988|Ga0495776_176870 30251:43231(+)

CDS_0034
CDS_0033 CDS_0040

IMGVR_UViG_3300045988_106761|3300045988|Ga0495776_141841 30252:40392(+)

CDS_0035
CDS_0034 CDS 0038
S 0036

g
=

MGV-GENOME-0333811 34047:41655(+)

CDS_0035
T cDs.0038

|

IMGVR _UViG_3300045988 _121369|3300045988|Ga0495776_169098 32845:40531(+)
CDS_0037

)

<
Q
5
(®)
m
z
[®)
<
m
o
@
W
=
o
o
&
w
o
v
>
>
i
[
=
N
&
T

CDS_0037

)
CDS_0035 CDS_0036

<
(9)
5
©
m
z
o
<
m
o
W
a
o
=
forl
o
w
o
£
i
Ju
W
NeJ
=
T

IMGVR_UViG_3300045988_125629|3300045988|Ga0495776_151770 30544:40917(+)

35 38
34 36 37 [3941

IMGVR_UViG_3300029365_000197|3300029365|Ga0243866_1000544 30248:44115(+)

35
[ 37
3436 38
DD DOHHACHIINETD
IMGVR_UViG_3300045988_129071|3300045988|Ga0495776_187399 29050:39840(+)
CDS_0034
CDS_0035

CDS_ 0033 |[cDS_0036

IMGVR_UViG_3300045988_114026|3300045988|Ga0495776_169424 30180:40116(+)

35 43
34] 36 37 38394041 42 [44

IMGVR_UViG_3300029796_000436|3300029796]Ga0243875_1000234/10057-75344 30248:48136(+)

CDS_0038
CDS_0036 CD5_0039
[ cDs 0037] CcDS_0041

SAMNO09781759_a1_ct8080 30823:42196(+)

35 38
34[36 37 139

T OIPEOHMHONED
IMGVR_UViG_3300029340_000139|3300029340|Ga0243727_1000244 30252:42419(+)
CDS_0035
CD5_0036

CDS 0034 | | cDS 0037

MGV-GENOME-0329490 30244:40219(+)

CDS 0034
CDS_0033 | CDS_0035

IMGVR_UViG_3300045988_115597|3300045988|Ga0495776_171576 30251:39952(+)
32 33 343536

IMGVR_UViG_3300045988_118639|3300045988|Ga0495776_155951 30242:43567(+)

36
37
35|] 3839

IMGVR_UViG_3300045988_116604|3300045988|Ga0495776_171682 30249:41210(+)

39
353637 38 [40

c
<

a
i
)
w
=
)
o
w
o
]
N
=
i
&)
N
[oN
@

(+)

CDS_0035
CDS_0037
CDS_0036

IMGVR_UViG_3300045988_115616|3300045988|Ga0495776_163809 30221:41285(+)
CDS_0035 CDS_0036

IMGVR_UViG_3300045988_108706|3300045988|Ga0495776_151503 30221:40384(+)

35 3739
34] 36 [38]40

w
>
<
z
[
[N
©
~0
w
~
o~
fes]
©

i
[}

o
N
[N
~O
~
w
e
~
[os}
0
=
0o
jos}

 al : )

amidase (CDS_0036) integrase (CDS_0050)
35 51
34] | 37 38 3940 41 42 43 44 45 46 47 48 49 152

c
<
i
O
Nel
Nl
N
N
w
o
N
~
[e3)
O
o
a
—~
&

;%
|

(+)
ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0044)

RecN (VF0457) (CDS_0037) 49
33 34 35 36 38 3940 41 42 43 45 46 47 48 TSO
PO A O A@EC @ EEEEED-O O EOEEHNEED
uvig_536296 30252:59411(+)
ATPase (CDS_0053)
34 37 42 58 60

54
33] 35 36] 38 39 40 41[43 44 45 46 47 48 49 50 5152 | [55 56 57 [59]61

4‘
|

Shkoporov_2019_SRR9161503_NODE_73_length_83602_cov_119.187894 30617:67565(+)

37 43
35 36| 38 39404142 | 44 45

!

MGV-GENOME-0359136 30292:45328(+)

10000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function Defence Virulence AMR
— I N ——



