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replication initiation protein (CDS_0051) DNA methyltransferase (CDS_0057) RNA polymerase sigma factor (CDS_0070)
50 52 53 54 55 56 \ 59 60 61 62 6364 65 66 67 68 69 71
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DNA methyltransferase (CDS_0056)

DNA methyltransferase (CDS_0055) DNA methyltransferase (CDS_0071)
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TemPhD_cluster_34770 37027:49565(+)
6-phosphofructokinase (CDS_0060)
DNA methyltransferase (CDS_0056)
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TemPhD_cluster_59450 35818:46263(+)
Druantia_ll__DruM (CDS_0055) 59 anti-repressor (CDS_0067)
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DNA methyltransferase (CDS_0057)
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RM__Type_|_MTases__Type_|_MTases_FAM_0 (CDS_0063)
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IMGVR_UViG_2558860713_000002|2558860713|2558900423|378137-426044 37359:45032(+)
6-phosphofructokinase (CDS_0061)

PD-Lambda-5__PD-Lambda-5_B (CDS_0055)
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TemPhD_cluster 40347 35262:43566(+)
6-phosphofructokinase (CDS_0061)
PD-Lambda-5_ PD-Lambda-5_B (CDS_0055)
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6-phosphofructokinase (CDS_0058)
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6-phosphofructokinase (CDS_0059)
PD-Lambda-5__ PD-Lambda-5_B (CDS_0054)
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6-phosphofructokinase (CDS_0057)
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6-phosphofructokinase (CDS_0060)
PD-Lambda-5_ PD-Lambda-5_B (CDS_0055)
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DNA methyltransferase (CDS_0056) 6-phosphofructokinase (CDS_0062)
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DNA methyltransferase (CDS_0056) 6-phosphofructokinase (CDS_0062)
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6-phosphofructokinase (CDS_0067)
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PD-Lambda-5__PD-Lambda-5_B (CDS_0058)
Druantia_ll__DruM (CDS_0059)
56 57 ‘ 60 61 62 63 64 65

IMGVR_UViG_2558860734_000002|2558860734|2558901156|401026-450603 36672:46821(+)

CDS_0057
CDS_0056 CDS_0058 CDS_0060
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IMGVR_UViIG_2579778793_000003|2579778793]2579816022104559-151833 37820:42983(+)
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