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IMGVR_UViG_3300029052_000001|3300029052|Ga0169758_100020 66211:78080(+)

HNH endonuclease (CDS_0056)

IMGVR_UViG_3300045988_026935|3300045988|Ga0495776_000083 66799:78752(+)
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CDS_0047
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IMGVR_UViG_3300045988_035950/3300045988|Ga0495776_011745 69444:80765(+)
HNH endonuclease (CDS_0058)

O
jw}
|
(o}
o
[N
@

c
<

9
w
N
~
N
5
o
~
i
)
%
o
®
=
N
o
~

. g (+)

CDS_0057
CDS_0051 CDS_0056

O
=3
(@
N
~
=
[eN
0
N
o]
N
0
=
o
=
5N

(+)
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IMGVR_UViG_3300045988_037697|3300045988|Ga0495776_037578 67721:80328(+)

HNH endonuclease (CDS_0055)
CDS_0056
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MGV-GENOME-0364908 67526:80214(+)
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MGV-GENOME-0364121 65500:77948(+)
DNA polymerase (CDS_0052) CDS_0053 CDS_0054 HNH endonuclease (CDS_0057)
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IMGVR_UViG_3300045988_034004|3300045988|Ga0495776_092503 68777:81425(+)
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OTU_118 68395:81552(+)
CDS_0043 CDS_0049 CDS_0050
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CDS_0053
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DNA polymerase (CDS_0053)
CDS_0054 HNH endonuclease (CDS_0059)
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HNH endonuclease (CDS_0057)
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MGV-GENOME-0366552 67467:80295(+)
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