
MGV-GENOME-0185975 4772:10582(+)

CDS_0010
HP-NAP (VF0052) (CDS_0011)

CDS_0012 CDS_0013 CDS_0014 CDS_0015 CDS_0016

CDS_0017
CDS_0018

CDS_0019

MGV-GENOME-0186048 16001:21810(-)

CDS_0024

MGV-GENOME-0177944 16023:21782(-)

CDS_0024

MGV-GENOME-0185385 15906:22091(-)

CDS_0024

uvig_110081 15989:22213(-)

CDS_0025CDS_0027

MGV-GENOME-0184752 15984:24995(-)

CDS_0024CDS_0029CDS_0030CDS_0031

MGV-GENOME-0201642 14739:21672(-)

CDS_0019CDS_0023CDS_0025

MGV-GENOME-0235606 15909:21254(-)

CDS_0024CDS_0025

MGV-GENOME-0213361 16822:22373(-)

CDS_0024CDS_0027

3000 nt

unknown function Virulence


