CDS_0023 methyltransferase (CDS_0031)
CD5_0024 CDS_0028
CDS_0022  endolysin (CDS_0026) €Dbs_0029
CDS_0020 CDS_0021 | | DS 0025 CDS_0027 | CDS_0030

terminase small subunit (CDS_0032)

\
I

MGV-GENOME-0175593 16127:24005(+)
endolysin (CDS_0025) CDS_0026 CDS_0030

MGV-GENOME-0170432 16073:23257(+)

transcriptional repressor (CDS_0027)
endolysin (CDS_0025) 26 28 DNA helicase (CDS_0029)

!%
|

MGV-GENOME-0194342 15944:26979(+)

Holliday junction resolvase (CDS_0027)
CDS_0026
endolysin (CDS_OOZS)T DNA helicase (CDS_0028)

i%
|

MGV-GENOME-0185190 16076:25466(+)

DNA helicase (CDS_0027)
DNA helicase (CDS_0025) CDS_0026

l#

MGV-GENOME-0195685 16073:27207(+)
endolysin (CDS_0025) 26 27 28 DNAhelicase (CDS_0029) 30 DNA helicase (CDS_0031)

MGV-GENOME-0210771 16076:29882(+)
endolysin (CDS_0025) 26 27 DNA helicase (CDS_0028) 29 DNA helicase (CDS_0030)

MGV-GENOME-0210231 16076:29790(+)
endolysin (CDS_0025) 26 27  DNAhelicase (CDS_0028) 29 30 DNA helicase (CDS_0031)

MGV-GENOME-0202722 16076:28459(+)

DNA polymerase (CDS_0027)
endolysin (CDS_0025) 26 28 29  DNAhelicase (CDS_0030) 31 32 DNA helicase (CDS_0033)
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MGV-GENOME-0214597 16076:30584(+)
20 endolysin (CDS_0026)27 28 29 DNA helicase (CDS_0030)

MGV-GENOME-0185640 16066:25540(+)
endolysin (CDS_0025) 26 27 28 DNA helicase (CDS_0029)

MGV-GENOME-0194868 16076:25490(+)
CDS_0027

CDS_0026
endolysin (CDS_0025) CDS_0028

MGV-GENOME-0184931 16073:25427(+)

DNA polymerase (CDS_0026)
endolysin (CDS_0025) 27 28 DNA helicase (CDS_0029) 30 DNA helicase (CDS_0031) DNA methyltransferase (CDS_0035)

MGV-GENOME-0207813 16076:29358(+)

endolysin (CDS_0025)
26 DNA helicase (CDS_0027) 28 DNA helicase (CDS_0029)

t

MGV-GENOME-0197141 16076:27465(+)
endolysin (CDS_0025) 26  DNA helicase (CDS_0027) 28 DNA helicase (CDS_0029) 33

MGV-GENOME-0202021 16326:28333(+)

CDS_0027
CDS_0025 DNA helicase (CDS_0026) CDS_0028

MGV-GENOME-0194142 16326:26948(+)

DNA polymerase (CDS_0026)
25 27 28 DNA helicase (CDS_0029) 30 DNA helicase (CDS_0031)

5#
|

MGV-GENOME-0239121 16071:29503(+)
25 26 DNAhelicase (CDS_0027) 28

N
e

MGV-GENOME-0193881 16073:26899(+)
endolysin (CDS_0025) 26 27 DNA helicase (CDS_0028) 29 DNA helicase (CDS_0030)

MGV-GENOME-0206480 16074:29138(+)
CDS_0025 CDS_0026 CDS_0027 CDS_0029

MGV-GENOME-0181536 16076:24903(+)
endolysin (CDS_0025) CDS_0026

MGV-GENOME-0170706 16076:23295(+)
CsrA-like regulator (CDS_0030)

toxin-antitoxin system HicB-like (CDS_0026) E‘ﬁ\lA helicase (CDS_0031)
25 27 28 integrase (CDS_0029) 3233 34

MGV-GENOME-0220003 16076:29807(+)
endolysin (CDS_0025) methyltransferase (CDS_0026)

MGV-GENOME-0160264 16077:21852(+)
endolysin (CDS_0025) CDS_0026

MGV-GENOME-0161086 16112:21962(+)
endolysin (CDS_0025) CDS_0026

I
MGV-GENOME-0163096 16073:22227(+)

CDS_0026
endolysin (CDS_0025) | -

MGV-GENOME-0160674 16076:21909(+)
endolysin (CDS_0025) transcriptional regulator (CDS_0027)

integrase (CDS_0026)|  CDS_0028
[ WU ) g B, g S g
MGV-GENOME-0173113 16076:23638(+)
CDS_0023
CDS_0018 [ endolysin (CDS_0025)
I B B v e U e B B

MGV-GENOME-0172835 15183:23596(+)
CDS.0023

MGV-GENOME-0159404 14913:21734(+)

DNA helicase (CDS_0026)
CDS_0023 €DS_0027
T endolysin (CDS_0025) ] cps.0028

\
%
|

MGV-GENOME-0191589 16076:26510(+)

endonuclease (CDS_0025)
DNA helicase (CDS_0024)
CDS_0023 | DNA helicase (CDS_0026)

it
|

uvig 223316 15023:24082(+)

DNA helicase (CDS_0027)
CDS_0026
endolysin (CDS_0025) | CDS_0028

i#

MGV-GENOME-0181379 16076:24877(+)
CDS_0006

MGV-GENOME-0197508 2329:6455(-)
CDS_0023

!

MGV-GENOME-0156607 14916:21365(+)
CDS_0023

MGV-GENOME-0168571 14916:22995(+)
20 endolysin (CDS_0025) 26 27 28 DNA helicase (CDS_0029)

MGV-GENOME-0199590 15048:25444(+)

HNH endonuclease (CDS_0025)
CD5_0026
endolysin (CDS_0024) | | DNA helicase (CDS_0027)

MGV-GENOME-0182057 15048:24987(+)

HNH endonuclease (CDS_0029)
DNA helicase (CDS_0027)
19 20 endolysin (CDS_0026) 28 30 31

E%
|

MGV-GENOME-0189475 14817:26166(+)

HNH endonuclease (CDS_0032)
DNA polymerase (CDS_0027) DNA helicase (CDS_0034)
26 28 29  DNA helicase (CDS_0030) 31 B8]

N
w
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MGV-GENOME-0220144 16076:31578(+)

HNH endonuclease (CDS_0028)
endolysin (CDS_0025) DNA helicase (CDS_0026) 27 29 30

MGV-GENOME-0197563 15944:27542(+)

HNH endonuclease (CDS_0031)
DNA polymerase (CDS_0026) DNA helicase (CDS_0033)
endolysin (CDS_0025) 27 28 DNA helicase (CDS_0029) 30 ‘ 32 35

\
|
+

MGV-GENOME-0218231 16076:31241(+)

HNH endonuclease (CDS_0028)
endolysin (CDS_0025)
26 27 29 30

A
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|

MGV-GENOME-0185290 16209:25484(+)

HNH endonuclease (CDS_0027)
DNA helicase (CDS_0029)
25 26 |28

i?
|

MGV-GENOME-0178340 15944:24423(+)

HNH endonuclease (CDS_0024)
CDS_0025
CDS 0023 | | CDSs.0026

MGV-GENOME-0171094 15048:23351(+)

transcriptional repressor (CDS_0028)

endolysin (CDS_0026) DNA helicase (CDS_0031)
20 21 integrase (CDS_0027) 29 30
- T OO - @@ RSO >

MGV-GENOME-0194049 14916:26931(+)

DNA helicase (CDS_0029)
endolysin (CDS_0025) DNA helicase (CDS_0026) 27 28

|
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MGV-GENOME-0197677 16076:27567(+)
17 20 21 endolysin (CDS_0025) 26 27 28 29 30

MGV-GENOME-0193417 14059:26821(+)
CDS_0016 CDS_0021

MGV-GENOME-0171901 12948:21922(+)
CDS_0020 CDS_0026 CDS_0027

i

MGV-GENOME-0158348 15048:21600(+)

6000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation
N — N

unknown function



