DNA polymerase processivity factor (CDS_0044)

CDS_0042
CDS_0038 CDS_0040 CDS_0045
CDS_0034 CDS_0035 CDS_0036 CDS_0037 CDS_0039 |CDS_0041 CDS_0043 T CDS_0046 CDS_0047

A — A )

IMGVR_UViG_2799113108_000007|2799113108|2799245435|36779-76855 27223:34492(+)
CDS_0036 CDS_0041

(N e G O e, WD I, O, D B, I — r

IMGVR_UViG_2799113070_000003|2799113070|2799244596|179204-218317 27223:33684(+)

CDS_0043

D N B, — ) I,

IMGVR_UViG_2795385646_000003|2795385646|2795440840|3-44576 35177:39490(+)

transcriptional repressor (CDS_0037)
CDS_0036 CDS_0041 CDS_0045

¢ —C_ H —0 O D

IMGVR_UViG_2627853872_000001|2627853872|2627895908|542490-582188 27737:33931(+)
transcriptional repressor (CDS_0036) CDS_0038 CDS_0042

¢ = 00T U )

IMGVR_UViG_2802429099_000009|2802429099|2802440551|67352-106223 27782:33289(+)

CDS_0045
CDS_0040 CDS_0044

T K "1 I R

IMGVR_UViG_2799113079_000005|2799113079|2799244791|33218-73404 27567:34419(+)
CDS_0040

T K —"100 T O ) I

IMGVR_UViG_2795386029_000003|2795386029|2795449685|69507-109370 27411:34176(+)

CDS_0039 CDS_0046

=< /"0 T A BT

IMGVR_UViG_2568526391_000001|2568526391|2568568211|51588-91703 27275:34740(+)
CDS_0039

<K A0 y o I

IMGVR_UViG_2565956796_000007|2565956796|2565993467|1070835-1110873 27273:34663(+)

CDS_0038

T /0 — )

IMGVR_UViG_2795385786_000002|2795385786|2795444490|28852-67800 27648:33573(+)

CDS_0036 CDS_0039

T O /DI I

IMGVR_UViG_2795385584_000004|2795385584|2795439838|70027-109299 27650:33705(+)

CDS_0043
- | cDs.0044
DD O A D

IMGVR_UViG_2660238059_000002|2660238059|2660258211|703855-749744 35578:40121(+)
CDS_0036 CDS_0038 CDS_0042 CDS_0043 CDS_0047 CDS_0048 CDS_0049

D o U ) L )

IMGVR_UViG_2795385854_000001|2795385854|2795445797|1200648-1239289 28281:35112(+)

CDS_0038 CDS_0039

— o U I — )

IMGVR_UViG_2802428898_000004|2802428898|2802435402|73270-109459 25987:32850(+)

CDS_0039
IMGVR_UViG_2799113166_000001|2799113166|2799246562 29999:34199(+)

CDS_0045 CDS_0046 CDS_0052 CDS_0053

o o U ) L A 0

TemPhD_cluster_27749 30351:37515(+)

CDS_0042 CDS_0043 CDS_0049

o O o0 D) - ) )

IMGVR_UViG_2795385878_000002|2795385878|2795446313|69713-109274 29780:36943(+)

CDS_0028 CDS_0030 transcriptional repressor (CDS_0033)
CDS_0029 T CDS_0031 CDS_0032 CDS_0036

K H O T I, D, B

IMGVR_UViG_2795386013_000002(2795386013|2795449270(572928-610777 23936:32347(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism transcription regulation unknown function



