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IMGVR_UViG_3300029726_000241|3300029726|Ga0245201_100230| 1?4470 18207:30458(+)

tail fiber protein (CDS_0027)
cbs_0028
CDS_0029
| |] cps.0o30

IMGVR_UViG_3300045988_1 10947|33OOO45988\6304957767055731 T8332:29854(+)

tail fiber protein (CDS_0027)
CDS_0028
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IMGVR_UVIG_3300045988_071923|3300045988\Ga0495776_056§1 18144:29145(+)

tail fiber protein (CDS_0027)
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IMGVR_UViG_3300014543_000 141|3300014543\GaO169722_100320ITl4-52-55649 18143:30149(+)
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tail fiber protein (CDS_0027) CDS_0030
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CDS_0029
CDS_0028
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tail fiber protein (CDS_0027)

30
28 29 31 32

]
|

IMGVR_UViG_3300045988_111826|3300045988|Ga0495776_172409 18143:25184(+)

tail fiber protein (CDS_0027)
CDS_0028

4
|

MGV-GENOME-0278575 18143:28646(+)

tail fiber protein (CDS_0027)
CDS_0029
CDS_0028CDS_0030

%
|

IMGVR_UViG_3300029850_OOOSOO|3300029850\Ga0245287_100277|307?)774856 18143:30789(+)

tail fiber protein (CDS_0027)
CDS_0028
| | cDs.0029

E
T

<
@)
<
el
C
<
@)
)
W
o
o
o
X
o
0
©
@©
o
N
[oN
@w
o
kst
[}
]
o
o
o
=
G
0
©
[¢5)
@
jo5)
o
=
N}
5
~
~
o
o
&
o
IoN
-
~
=
®
s
)
N
)
0
®
~
X

)

tail fiber protein (CDS_0027)
CDS_0028
| | cbs.0029

MGV-GENOME-0290174 18143:29673(+)

tail fiber protein (CDS_0028)
31
29 3032 33

<
Q
<
‘N
C
<
‘O
w
W
o
o
o
K
[
)
@
e
=
w
~
SN
-
[oN
w
w
o
o
o
i
[
0
@®
oc}
)
)
o
i
NS}
a
~
~
o
=
®
o
(e}
[oN
~N
=
®
=
3
&l
=
N
[
)

_ (+)

tail fiber protein (CDS_0028)
31
29 3032 33

4‘
|

MGV-GENOME-4422977 18199:31229(+)

tail fiber protein (CDS_0028)
2930 31 32 33 34

#
|

<
@
<
el
C
<
@)
w
[
o
o
o
K
[
N}
3]
e
=
i
~
o
o
ES
w
[&)
o
Q
o
X
O
0
®
oc}
@
W

o
i
NS}
a
~
~
o
o
)
~
~
o
e}
=
®
—
~
w
w
)
i
N
o

X ; (+)

multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0039)
Streptococcal enolase (VF1060) (CDS_0033)
tail fiber protein (CDS_0028) nuclease (CDS_0035) 37 43
29 30 31 32 34 3 [38 40 41 42 [44 45

ivig_3146 18143:42965(+)
hemolysin (CDS_0038)

endolysin (CDS_0040)
tail fiber protein (CDS_0029)33 35 37

30 31 32 34 [3¢ | 39 41 42

uvig_193527 18186:37478(+)

tail fiber protein (CDS_0027)
hemolysin (CDS_0032)

endolysin (CDS_0034)

2931

28 [3q

33 35

MGV-GENOME-0329292 18143:33559(+)

tail fiber protein (CDS_0027)
hemolysin (CDS_0033)
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endolysin (CDS_0035)

3032 36
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IMGVR _UVIG_3300014771 000163|3300014771|Ga0169781 100062|11335-58765 18144:33592(+)

tail fiber protein (CDS_0027)
hemolysin (CDS_0029)
‘ endolysin (CDS_0031)
28 |30 [ 32
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hemolysin (CDS_0034)
endolysin (CDS_0036)

tail fiber protein (CDS_0027) 3133 37
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tail fiber protein (CDS_0027) 3032 §7
28 29 [31 |34 | 36 38
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uvig_165529 18144:32351(+)
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endolysin (CDS_0033)
27 28 2930| 32 34

—
MGV-GENOME-0302279 18104:32717(+)
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35 37 38 FS_Sma__Sma (CDS_0039)
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tail fiber protein (CDS_0027) 3234
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SAMEA2580253_a1_ct10225_vs1 18074:43297(+)

tail fiber protein (CDS_0027)
hemolysin (CDS_0033)
endaysin (CDS_0035)  multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0041)
3032 nuclease (CDS_0038)
28 29 [31]| 34 36 37 39 40 42 43 44 45integrase (CDS_0046)
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tail fiber protein (CDS_0027)
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hemolysin (CDS_0033)
endolysin (CDS_0035)
28 30 major tail protein (CDS_0036)
27 129] 31 32|34 | 37  FS_.Sma_Sma(CDS_0038)
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tail fiber protein (CDS_0027)
CDS_0028CDS_0029 CDS_0031

#
|

MGV-GENOME-0292370 18319:28488(+)

tail fiber protein (CDS_0029)
31 anti-repressor (CDS_0039)
30 32 33 3738
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tail fiber protein (CDS_0027)
28 29 30 31
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IMGVR_UViG_2811995147_000002|2811995147|2812075352|132265-177087 18220:32046(+)

CDS_0029
CDS_0028
tail fiber protein (CDS_0027) | | CDS_0030

IMGVR_UViG_3300045988_099492|3300045988|Ga0495776_094893 18141:30297(+)

CDS_0028
tail fiber protein (CDS_0027) T CDS_0029

MGV-GENOME-0283342 18141:30090(+)

tail fiber protein (CDS_0027)
CDS_0028 Retron_VI_HTH (CDS_0035)
|  €DS_0029CDS_0030 CDS_0036 CDS_0038

IMGVR_UViG_3300045988_091859|3300045988| Ga0495776_1323z 1-83 15:32124(+)

tail fiber protein (CDS_0027)
31
28 29 30 32
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|MG\/R_UVIG_3SOOO45988_122499|3300045988\6304957?6_070651 18199:29225(+)
tail fiber protein (CDS_0027)

CDS_0028
MGV-GENOME 0257255 18143:25721(+)
CDS_0034
tail fiber protein (CDS_0027) CDS_0028 CDS £053

MGV-GENOME-0291726 18314:29100(+)
tail fiber protein (CDS_0027) CDS_0028 CDS_0031
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tail fiber protein (CDS_0027)
28 29 30 Bih
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uvig 329435 18314:31811(+)

tail fiber protein (CDS_0027)
28 29 30 31

{
|

Ma_2019_SRR413628 NODE_394 length_44676_cov_3.307568 18314:31&3&)

multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0030)
27 34
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