
MGV-GENOME-0295993 18144:29542(+)

CDS_0022

CDS_0023
CDS_0024

CDS_0025

tail protein (CDS_0026)
tail fiber protein (CDS_0027)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

PD-Lambda-1__PD-Lambda-1 (CDS_0032)
metallo-protease (CDS_0033)

transcriptional regulator (CDS_0034)

Retron_VI__HTH (CDS_0035)
CDS_0036

IMGVR_UViG_3300029726_000241|3300029726|Ga0245201_100230|1-44470 18207:30458(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_110947|3300045988|Ga0495776_055784 18332:29854(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029
CDS_0030

IMGVR_UViG_3300045988_071923|3300045988|Ga0495776_094681 18144:29145(+)

tail fiber protein (CDS_0027)
CDS_0028

IMGVR_UViG_3300014543_000141|3300014543|Ga0169722_100320|11452-55649 18143:30149(+)

tail fiber protein (CDS_0027)

28
29

30 31

IMGVR_UViG_3300014755_000142|3300014755|Ga0169841_100336|3-44165 18074:30323(+)

tail fiber protein (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

uvig_47653 18327:31374(+)

tail fiber protein (CDS_0027)

integrase (CDS_0028)
CDS_0029

CDS_0030

uvig_64387 18438:31594(+)

tail fiber protein (CDS_0027)
28 29 30 31

MGV-GENOME-0275649 18052:29333(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029CDS_0030

MGV-GENOME-0289127 18187:30450(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

CDS_0030

IMGVR_UViG_3300045988_084303|3300045988|Ga0495776_099835 18187:30450(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

CDS_0030

MGV-GENOME-0283392 18144:29314(+)

tail fiber protein (CDS_0027)
CDS_0028CDS_0029 CDS_0036

IMGVR_UViG_3300045988_079383|3300045988|Ga0495776_027924 18144:28347(+)

tail fiber protein (CDS_0027)
CDS_0028

MGV-GENOME-0277128 18144:27836(+)

tail fiber protein (CDS_0027)

MGV-GENOME-0289429 18122:30030(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

MGV-GENOME-0328178 18074:27501(+)

tail fiber protein (CDS_0027)

MGV-GENOME-0275245 18320:26869(+)

tail fiber protein (CDS_0027)

MGV-GENOME-0293537 18144:28766(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

MGV-GENOME-0296366 18144:28440(+)

tail fiber protein (CDS_0027)
CDS_0028

IMGVR_UViG_3300045988_145311|3300045988|Ga0495776_097570 18144:31856(+)

tail fiber protein (CDS_0028)
29 30 31 32 33

uvig_463860 18373:34776(+)

tail fiber protein (CDS_0027)

28
29

30
31

32
33
34

integrase (CDS_0035)

36 43 44

IMGVR_UViG_3300045988_058100|3300045988|Ga0495776_171916 18373:31545(+)

tail fiber protein (CDS_0027)
28

29 30 31

IMGVR_UViG_2630968701_000005|2630968701|2631014802|10793-55774 18143:32299(+)

tail fiber protein (CDS_0027)
28 29 30 31 32

MGV-GENOME-0296222 18143:31484(+)

tail fiber protein (CDS_0027)

28 29
30

31 32
transcriptional regulator (CDS_0037)

38

IMGVR_UViG_3300045988_111826|3300045988|Ga0495776_172409 18143:31484(+)

tail fiber protein (CDS_0027)

28 29
30

31 32

MGV-GENOME-0278575 18143:28646(+)

tail fiber protein (CDS_0027)
CDS_0028

IMGVR_UViG_3300029850_000300|3300029850|Ga0245287_100277|30760-74856 18143:30789(+)

tail fiber protein (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_076300|3300045988|Ga0495776_055617 18199:29877(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

MGV-GENOME-0290174 18143:29673(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_137516|3300045988|Ga0495776_180067 18199:31232(+)

tail fiber protein (CDS_0028)

29 30
31

32 33

MGV-GENOME-4422977 18199:31229(+)

tail fiber protein (CDS_0028)

29 30
31

32 33

IMGVR_UViG_3300045988_144204|3300045988|Ga0495776_097768 18143:32496(+)

tail fiber protein (CDS_0028)
29 30 31 32 33 34

ivig_3146 18143:42965(+)

tail fiber protein (CDS_0028)
29 30 31 32

Streptococcal enolase (VF1060) (CDS_0033)

34
nuclease (CDS_0035)

36
37

38

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0039)

40 41 42
43

44 45

uvig_193527 18186:37478(+)

tail fiber protein (CDS_0029)
30 31 32

33
34

35
36

37

hemolysin (CDS_0038)

39

endolysin (CDS_0040)

41 42

MGV-GENOME-0329292 18143:33559(+)

tail fiber protein (CDS_0027)

28
29

30
31

hemolysin (CDS_0032)

33

endolysin (CDS_0034)

35

IMGVR_UViG_3300014771_000163|3300014771|Ga0169781_100062|11335-58765 18144:33592(+)

tail fiber protein (CDS_0027)

28 29
30

31
32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)
36

37 38

IMGVR_UViG_3300029795_000368|3300029795|Ga0243742_1000100|95008-142353 18299:32214(+)

tail fiber protein (CDS_0027)

28

hemolysin (CDS_0029)

30
endolysin (CDS_0031)

32

IMGVR_UViG_3300029040_000123|3300029040|Ga0169694_100105|11327-60588 18143:35423(+)

tail fiber protein (CDS_0027)
28 29 30

31
32

33

hemolysin (CDS_0034)

35

endolysin (CDS_0036)
37

38 39

uvig_202869 18207:35650(+)

tail fiber protein (CDS_0027)
28 29

30
31

32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)

36
37

38

uvig_107886 18187:36597(+)

tail fiber protein (CDS_0027)
28 29 30 31

32
33

34

hemolysin (CDS_0035)

36

endolysin (CDS_0037)
38

39 40 41

IMGVR_UViG_3300045988_097154|3300045988|Ga0495776_158094 18144:33443(+)

tail fiber protein (CDS_0027)

28 29
30

31
32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)

36

uvig_165529 18144:32351(+)

tail fiber protein (CDS_0027)

28 29
30

31
32

hemolysin (CDS_0033)

34 endolysin (CDS_0035)

MGV-GENOME-0302235 18144:31999(+)

27 28 29
30

31
32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)

36

IMGVR_UViG_3300045988_109730|3300045988|Ga0495776_005866 18116:33516(+)

tail fiber protein (CDS_0028)

29 30 31
32

33
34

hemolysin (CDS_0035)

36

endolysin (CDS_0037)

38

MGV-GENOME-0302430 18116:33516(+)

28 29 30 31
32

33
34

hemolysin (CDS_0035)

36

endolysin (CDS_0037)

38

MGV-GENOME-0302279 18104:32717(+)

27 28 2930

hemolysin (CDS_0031)

32
endolysin (CDS_0033)

34

Ma_2019_SRR413642_NODE_122_length_49281_cov_2.732296 17178:35734(+)

endolysin (CDS_0021)
tail protein (CDS_0022)
tail protein (CDS_0023)

tail fiber protein (CDS_0028)

29 30
31

32
33

hemolysin (CDS_0034)

35

endolysin (CDS_0036)

37 38 39 40 41

MGV-GENOME-0295550 18400:35724(+)

tail fiber protein (CDS_0027)
28 29 30

31
32

33

hemolysin (CDS_0034)

35

endolysin (CDS_0036)

37 38 FS_Sma__Sma (CDS_0039)

IMGVR_UViG_3300045988_092290|3300045988|Ga0495776_137982 18400:35724(+)

tail fiber protein (CDS_0027)
28 29 30

31
32

33

hemolysin (CDS_0034)

35

endolysin (CDS_0036)

37 38 FS_Sma__Sma (CDS_0039)

uvig_455760 47749:15995(+)

Gabija__GajB_2 (CDS_0001)
2

DNA methyltransferase (CDS_0003)

4 5 6 7 8 9 10 11

tail fiber protein (CDS_0070)

71 72
73

74
75

76
77

hemolysin (CDS_0078)

79

endolysin (CDS_0080)

81 82 83 84

SAMEA2580253_a1_ct10225_vs1 18074:43297(+)

tail fiber protein (CDS_0027)
28 29 30 31

32
33

34

hemolysin (CDS_0035)

36

endolysin (CDS_0037)

38 39 40 41 42 43 44
45

46 47

uvig_500508 18143:43852(+)

tail fiber protein (CDS_0027)

28 29
30

31
32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)

36 37
nuclease (CDS_0038)

39 40

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0041)

42 43 44 45integrase (CDS_0046)

ivig_2951 18442:29293(+)

tail fiber protein (CDS_0027)
CDS_0028 FS_Sma__Sma (CDS_0029)

MGV-GENOME-0266505 18400:27292(+)

tail fiber protein (CDS_0027)

IMGVR_UViG_3300029329_000268|3300029329|Ga0242807_100173|88375-130146 18389:29042(+)

tail fiber protein (CDS_0027)
CDS_0028 FS_Sma__Sma (CDS_0029)

IMGVR_UViG_2915131136_000001|2915131136|2915131151 18410:31850(+)

tail fiber protein (CDS_0027)
28 29 30 31 FS_Sma__Sma (CDS_0032)

IMGVR_UViG_2910883853_000001|2910883853|2910883922|54416-102074 18408:34932(+)

27
28

29
30

31 32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)
major tail protein (CDS_0036)

37 FS_Sma__Sma (CDS_0038)

MGV-GENOME-0292370 18319:28488(+)

tail fiber protein (CDS_0027)
CDS_0028 CDS_0029 CDS_0031

uvig_546371 19574:32449(+)

tail fiber protein (CDS_0029)

30
31

32 33 37 38
anti-repressor (CDS_0039)

IMGVR_UViG_2811995147_000002|2811995147|2812075352|132265-177087 18220:32046(+)

tail fiber protein (CDS_0027)
28 29 30 31

IMGVR_UViG_3300045988_099492|3300045988|Ga0495776_094893 18141:30297(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

CDS_0030

MGV-GENOME-0283342 18141:30090(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_091859|3300045988|Ga0495776_132345 18315:32124(+)

tail fiber protein (CDS_0027)
CDS_0028

CDS_0029CDS_0030
Retron_VI__HTH (CDS_0035)

CDS_0036 CDS_0038

IMGVR_UViG_3300045988_122499|3300045988|Ga0495776_070651 18199:29225(+)

tail fiber protein (CDS_0027)

28 29 30
31

32

MGV-GENOME-0257255 18143:25721(+)

tail fiber protein (CDS_0027)
CDS_0028

MGV-GENOME-0291726 18314:29100(+)

tail fiber protein (CDS_0027)CDS_0028 CDS_0033
CDS_0034

IMGVR_UViG_3300045988_066150|3300045988|Ga0495776_169942 18314:29100(+)

tail fiber protein (CDS_0027)CDS_0028 CDS_0031

uvig_329435 18314:31811(+)

tail fiber protein (CDS_0027)
28 29 30 31

Ma_2019_SRR413628_NODE_394_length_44676_cov_3.307568 18314:31083(+)

tail fiber protein (CDS_0027)
28 29 30 31

uvig_492080_ 14084:32860(+)

20 25 26
27

28 29

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0030)

31 32 33
34

35 36 37

10000 nt
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