Gabija_GajB_2 (CDS_0004) GroEL (VF0594) (CDS_0007)
CDS_0002 CDS_0005 CDS_0008 protease (CDS_0011)
"€DS_0003 ribonucleotide reductase (CDS_0006) 'CDS_0009 CDS.0010 | HP-NAP (VF0052) (CDS_0012)

.
.

SAMEA2737822_al ct9/79 2773:13952(+)
CDS_0032 CDS_0034 CDS_0039  CDS_0041

MGV-GENOME-0354021 28225:39128(+)
CDS_0033

IMGVR_UViG_3300045988_057905|3300045988|Ga0495776_074323 28018:39189(+)
CDS_0033

MGV-GENOME-0355543 28081:39586(+)

CDS_0032 CDS_0037
DO o O P T —
OTU_86 27316:38589(+)
homing endonuclease (CDS_0032) CDS_0037 CDS_0038

uvig 49329 27311:38812(+)

CDS_0033

IMGVR_UViG_3300029315_.000001|3300029315|Ga0242753_100132 28020:39662(+)
CDS_0033

IMGVR_UViG_3300007524_000126|3300007524|Ga0105481_1000101 28018:39269(+)
CDS_0029 CDS_0034

MGV-GENOME-0352334 22233:33526(+)

CDS 0033
[/, ) N S R e e G
IMGVR_UViG_3300029669_000001|3300029669|Ga0242751_ 100040 28020:39663(+)

CDS_0033 protease (CDS_0038)
)/, R N E s N v, R B e W
IMGVR_UViG_3300045988 067482|3300045988|Ga0495776_016681 28081:39557(+)

CDS_0030
)/, R, N, I, S, N, — e e
MGV-GENOME-0368860 25402:36351(+)

CDS_0032 CDS_0035 CDS_0042

/I D ) N R N, N, v, — ) W, e

IMGVR_UViG_3300045988_078674|3300045988|Ga0495776_103862 28047:40144(+)
CDS_0040

MGV-GENOME-0370935 32255:43685(+)
CDS_0033

MGV-GENOME-0370021 27315:39410(+)

homing endonuclease (CDS_0032) CDS_0036
e OO e <—C1D
IMGVR _UViG_3300045988 075204|3300045988|Ga0495776_016663 27374:39327(+)
CDS_0033
[/, R N S Ty, I b Y e G
MGV-GENOME-0369419 28018:39665(+)
CDS_0032 CDS_0037

MGV-GENOME-0369103 27373:39117(+)
CDS_0033

uvig 108722 27989:39415(+)
CDS_0033

MGV-GENOME-0369948 27927:39310(+)

CDS_0040
e O O OPE—CD
uvig 116766 32255:42244(+)
CDS_0032 CDS_0038

MGV-GENOME-0370414 27372:39487(+)

CDS_0032 CDS_0033 CDS_0036
)/, N, N R T N — v, R T s G
MGV-GENOME-0369818 27322:39333(+)
Hspé0 (VF0159) (CDS_0033) chaperonin groEL (CDS_0034) CDS_0039

IMGVR_UViG_3300045988_073438|3300045988|Ga0495776_141347 27319:38928(+)

homing endonuclease (CDS_0025)
CDS_0026 homing endonuclease (CDS_0030) CDS_0033

{
\
\

uvig 73249 24926:36494(+)
CDS_0030

MGV-GENOME-0359800 24932:35589(+)
LigA (VF1220) (CDS_0024) CDS_0029

MGV-GENOME-0358758 22967:34848(+)
homing endonuclease (CDS_0027)

uvig_381800 22929:33700(+)
homing endonuclease (CDS_0030) CDS_0031

uvig 547603 24925:35579(+)
DNA helicase (CDS_0029)

uvig_252504 22973:35003(+)

ribonucleotide reductase (CDS_0031)

uvig_77172 25294:36809(+)
CDS_0137 terminase large subunit (CDS_0001) CDS_0005

MGV-GENOME-0370151 106615:10977(+)
homing endonuclease (CDS_0005)

uvig_259641 2773:10991(+)
CDS_0030 GroEL (VF0594) (CDS_0033)

uvig 552492 24926:37559(+)
DNA helicase (CDS_0028) Gabija_GajB_1 (CDS_0029)

IMGVR_UViG_3300045988_077174|3300045988|Ga0495776_016728 22723:34367(+)
terminase large subunit (CDS_0001)

MGV-GENOME-0360697 1:7907(+)

CDS_0001 CDS_0003 CDS_0007
I S ) | ) B I R N W e S
MGV-GENOME-0370002 103738:12120(+)
CDS_0003

MGV-GENOME-0369497 102049:12301(+)
ribonucleotide reductase (CDS_0003) CDS_0007 CDS_0008

uvig_330261 103602:12132(+)
DNA helicase (CDS_0001) ribonucleotide reductase (CDS_0003)

IMGVR_UViG_3300045988_074170|3300045988|Ga0495776_016686 103738:8762(+)
CDS_0003 CDS_0009

|

MGV-GENOME-0369878 104588:12427(+)
ribonucleotide reductase (CDS_0003)

IMGVR_UViG_3300045988_070094|3300045988|Ga0495776_016665 104588:11951(+)

6000 nt 1
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