tail assembly protein (CDS_0017) Holliday junction resolvase (CDS_0034)

baseplate protein (CDS_0020) DnaC-like helicase loader (CDS_0032)
baseplate protein (CDS_0018)tail fiber protein (CDS_0021) replication initiation protein (CDS_0031)

16 | 19 22 23 24 25 2627 28 29 30 | 33 35 36 37

4
:

MGV-GENOME-0232151 13922:27352(+)
tail fiber protein (CDS_0021) 22 23 24 2526 Mom-like DNA modification protein (CDS_0029)

MGV-GENOME-0220561 13866:24929(+)
tail fiber protein (CDS_0021) 22 23 24 2526 27 28 33

MGV-GENOME-0220567 13865:25280(+)

CDS.0022  CDS_0024
tail fiber protein (CDS_0021) CDS_0023 CDS_0029

MGV-GENOME-0208306 13866:23147(+)
tail fiber protein (CDS_0022) DNA methyltransferase (CDS_0027)

MGV-GENOME-0203277 13923:22330(+)

DNA methyltransferase (CDS_0032)
tail fiber protein (CDS_0021) 22 23 24 25 26 2728 34

MGV-GENOME-0221990 13923:25340(+)

Mu Gam-like end protection (CDS_0029)
26
tail fiber protein (CDS_0021) 22 23 24 25| 27 28 30 31

!%

MGV-GENOME-0230994 13923:25202(+)
tail fiber protein (CDS_0021) 22 23 24 2526 27 MuGam-like end protection (CDS_0028)

MGV-GENOME-4407762 13923:24919(+)

26
tail fiber protein (CDS_0021) 22 23 24 2iT 27 28 Mu Gam-like end protection (CDS_0029)

MGV-GENOME-0231850 13923:25732(+)

DNA methyltransferase (CDS_0025)
tail fiber protein (CDS_0021) 22 23 24 Mu Gam-like end protection (CDS_0026)

uvig 488102 13865:23676(+)

Mu Gam-like end protection (CDS_0027)
tail fiber protein (CDS_0021) 22 23 24 2526

!#

MGV-GENOME-0221295 13922:24349(+)

Mu Gam-like end protection (CDS_0027)
tail fiber protein (CDS_0021) 22 23 24 2526

i#

MGV-GENOME-0223479 13922:24184(+)

25 Mu Gam-like end protection (CDS_0027)
tail fiber protein (CDS_0021) 22 23 24 TZj

!#

uvig_43806 13922:24028(+)

tail fiber protein (CDS_0021) Mu Gam-like end protection (CDS_0026)
22 23 2425

i
i

MGV-GENOME-0225873 13922:24578(+)

Mu Gam-like end protection (CDS_0026)
tail fiber protein (CDS_0021) 22 23 2425

!#

MGV-GENOME-0218502 13923:23416(+)

Mu Gam-like end protection (CDS_0031)
tail fiber protein (CDS_0021) 22 23 24 25 26 27 28 29 30

MGV-GENOME-0246134 13923:28160(+)
tail fiber protein (CDS_0021) 22 23 24 25 26

MGV-GENOME-0224614 13922:24015(+)

25
tail fiber protein (CDS_0021) 22 23 24 TZQ 27 28 29 30 31 32 3334 35 Mu Gam-like end protection (CDS_0036)

MGV-GENOME-0255164 13922:29072(+)
tail fiber protein (CDS_0021) 22 23 24 25 26 Mu Gam-like end protection (CDS_0027)

MGV-GENOME-0223659 13922:23850(+)

CDS_0022 CDS_0024
tail fiber protein (CDS_0021) CDS_0023

MGV-GENOME-0218855 13866:22605(+)
tail fiber protein (CDS_0021) 22 23 24 25 Mu Gam-like end protection (CDS_0026)

MGV-GENOME-0226760 13866:24907(+)

Mu Gam-like end protection (CDS_0034)
tail fiber protein (CDS_0021) 22 23 24 2526 27 28 29 30 31 32 33

g#

MGV-GENOME-0256178 13865:29244(+)
tail fiber protein (CDS_0021) 22 23 24 2526 27 28 MuGam-like end protection (CDS_0029)

MGV-GENOME-0231057 13865:25476(+)

27
tail fiber protein (CDS_0020) 21 22 23 24 25 26 T28 29 Mu Gam-like end protection (CDS_0030)

MGV-GENOME-0223501 12066:23829(+)

tail fiber protein (CDS_0021) 25
22 23 24 T26 27 Mu Gam-like end protection (CDS_0028)

;#

MGV-GENOME-0226806 13966:24937(+)

Mu Gam-like end protection (CDS_0029)
tail fiber protein (CDS_0021) 22 23 24 25 26 27 28

;#

MGV-GENOME-0228799 13923:25104(+)

Mu Gam-like end protection (CDS_0026)
tail fiber protein (CDS_0021) 22 23 24 25

g#

MGV-GENOME-0224300 13922:24211(+)

Mu Gam-like end protection (CDS_0025)
tail fiber protein (CDS_0021) 22 23 24

!ﬁ

MGV-GENOME-0217855 13922:23206(+)

Mu Gam-like end protection (CDS_0027)
tail fiber protein (CDS_0022) 23 24 25 26

;#

MGV-GENOME-0228805 14565:24394(+)

Mu Gam-like end protection (CDS_0026)
tail fiber protein (CDS_0021) 22 23 24 25

!#

MGV-GENOME-0229765 13914:24855(+)

Mu Gam-like end protection (CDS_0030)
tail fiber protein (CDS_0021) 22 23 24 25 26 27 28 29

%ﬁ

MGV-GENOME-0232932 13922:25836(+)

Mu Gam-like end protection (CDS_0030)
tail fiber protein (CDS_0021) 22 23 24 25 26 27 28 29

E#

MGV-GENOME-0234546 13922:25901(+)

Mu Gam-like end protection (CDS_0030)
tail fiber protein (CDS_0021) 22 23 24 25 26 27 28 29

;ﬁ

MGV-GENOME-0238809 13923:27078(+)

Mu Gam-like end protection (CDS_0027)
tail fiber protein (CDS_0021) 22 23 24 25 26

!#

MGV-GENOME-0223133 13838:24033(+)

tail fiber protein (CDS_0021)  Hoc-like head decoration (CDS_0025) Mu Gam-like end protection (CDS_0030)
15 20 22 23 24 26 27 28 29
I R I ey W S ey I N N W N R N N, N o W

uvig 303737 12732:26871(+)
tail fiber protein (CDS_0021) Mu Gam-like end protection (CDS_0022)

MGV-GENOME-0211677 13922:21618(+)
tail fiber protein (CDS_0021) Mu Gam-like end protection (CDS_0022)

MGV-GENOME-0213769 13922:22114(+)

tail fiber protein (CDS_0021)
22 23 24 25 MuGam-like end protection (CDS_0026)

!#

MGV-GENOME-0226912 13922:24311(+)

DNA polymerase exonuclease subunit (CDS_0030)
DNA methyltransferase (CDS_0034)
DNA methyltransferase (CDS_0035)
tail fiber protein (CDS_0022) 23 24 25 26 27 28 29 31 32 33 Mu Gam-like end protection (CDS_0036)

v
-

uvig 465812 13921:29101(+)

27
21 22 23 24 25 26 TZS 29 Mu Gam-like end protection (CDS_0030)

MGV-GENOME-0235234 13865:26231(+)

SspBCDE__SspD (CDS_0024)
tail fiber protein (CDS_0021) Mu Gam-like end protection (CDS_0032)
22 23 25 26 27 28 29 30 31

|
|
{

MGV-GENOME-0255048 13865:27980(+)

DNA binding protein (CDS_0026) Mu Gam-like end protection (CDS_0035)
tail fiber protein (CDS_0021) 22 23 24 25 27 28 29 30 31 32 33 34

4
{

MGV-GENOME-0255012 13923:29277(+)

replication initiation protein (CDS_0038)
replication initiation protein (CDS_0037)

DNA binding protein (CDS_0024) Mu Gam-like end protection (CDS_0034) ‘
tail fiber protein (CDS_0021) 22 23 25 26 27 28 29 30 31 32 33 DnaC-like helicase loader (CDS_0039)

MGV-GENOME-0250557 13866:29489(+)

Mu Gam-like end protection (CDS_0024)
4 19 20 21 22 28

=y

i#

MGV-GENOME-0216088 12773:22900(+)

CDS_0020
CDS.0019 | MuGam-like end protection (CDS_0021)

MGV-GENOME-0206554 12774:20731(+)

CDS_0020
CDS_OOlzTMu Gam-like end protection (CDS_0021)

MGV-GENOME-0254323 12713:19617(+)

24
19 20 21 22 23 T25 26 Mu Gam-like end protection (CDS_0027)

MGV-GENOME-0217541 12774:23151(+)

6000 nt 1
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