PhoH-like phosphate starvation-inducible (CDS_0031)
baseplate wedge subunit (CDS_0023) transcriptional repressor (CDS_0034)

baseﬁate weigg subunit (CDS_0025) ‘ TD NA transposition protein (CDS_0037)
baseplate protein (CDS_0024) transcriptional repressor (CDS_0033)

tail fiber ;}rotein (CDS_0026)
tail protein (CDS_0027)
22 [ ] 282930

‘ unknown function (CDS_0040)
transposase (CDS_0036) 39 | 41
32 | 35 | 38 | T42

SRS018061 al ct4116_vsl 19016:34616(+)

transcriptional repressor (CDS_0033)
transcriptional repressor (CDS_0032)
Ibes (VF0237) (CDS_0031)
25 26 27 28 29 30 | 40

i#

IMGVR_UViG_3300008140_000196|3300008140/Ga0114165_1000201 17343:359&1(+)

tail fiber protein (CDS_0022)
tail protein (CDS_0023)
| CDS_0025
baseplate hub (CDS_0017) TQS_ 0026

IMGVR_UViG_2811995175_000003|2811995175|2812077963|21673-57703 16209:26885(+)

tail fiber protein (CDS_0022)
tail protein (CDS_0023)
CDS_0025 CDS_0027
CDS_002

4‘
&

IMGVR_UViG_2884396167_000003|2884396167|2884396167(687980-724791 17181:27547(+)
DNA methyltransferase (CDS_0025) CDS_0026

i

IMGVR _UVIG_2744054923 000005|2744054923|2744101940[/103492-141605 17190:28349(+)
27 28 29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_2744054922_000002|2744054922|2744101902|143264-185492 1-7236:33514(+)
25 26 27 28 29 30 31 32 transcriptional repressor (CDS_0033)

IMGVR_UViG_2744054921_000006|2744054921|2744101894|297257-343077 17346:36611(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CD5_0022) transcriptional repressor (CDS_0031)
Hpt (VF0264) (CDS_0028)

26 Cl-like repressor (CDS_0030)
25] 27 29 34

|MGVR?UVinSSOOOOSO‘?O?OOO134|3300008090\Ga01143097100253 16062:30157(+)

.
|
.

CDS_0026
CDS_0025 T Hpt (VF0264) (CDS_0028)
CDS_0027

i*

IMGVR_UViG_3300008454_000170|33000084 54| 6301153-10_100007| 132005-168434 16062:28568(+)

anti-Thoeris (AP1S043) (CDS_0025)
CDS_0027
CDS_0026 CDS_0028

IMGVR_UViG_3300008337_000 10075300008337\ Ga0115 199_?00013|45493782805 16056:29222(+)

anti-Thoeris (AP@43) (CDS_0025)
tail fiber protein (CDS_0022) 29 31
|26 27 28 130[32

iﬁ

oy -
IMGVR_UViG_3300006744_000010|3300006744/Ga0101797_1000051 16065:29922(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) | translational regulator (CDS_0025)

IMGVR_UViG_2937921087_000005|2937921087| 293;?21118|7620743033 15246:26788(+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

|MGVR?UVIG?Z9036784267000007|29O3678426\2303678497|60783—95745 15246:26337(+)

tail fiber assembly protein (CDS_0022)
tail fiber protein (CDS_0021) | CDS_0024

SRS104316_a1_ct509_vsO1 15032:26204(+)

tail fiber assembly protein (CDS_0023)
anti-Thoeris (AP1S043) (CDS_0025)
tail fiber protein (CDS_0022) \ CDS_0027

%%

|MGVR?UVIG]OOOOOO4577000131|700&)00457\SR5024447-,LANLﬁscaffold,29560 14939:27448(+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

SRS024447 al ct31336_vs1 14939:27736(+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

IMGVR_UVIG_3300008134_000206|3300-OO8 134\(3-3011 1464_100135[2803-36741 14939:25922(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) CDS_0026

- —
IMGVR_UViG_3300008405_000077|3300008405|Ga0115221_ 1000083 14914:26748(+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

|MGVR?UVIG?3300007284,000128|33000O7284K3-30 104752_100009(146-34462 14914:25919(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022)  [CDS_0025 CDS_0027

IMGVR_UViG_3300008331_000102|3300008331| 630114834_100061| 125-34759 14895:27129(+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

IMGVR_UViG_3300006286_000023|3300006286| GaOO;C)é167100004|88923-123032 14895:26604(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) | CDS_0027

IMGVR_UViG_3300007869_000063|3300007869|Ga011 102471-00025| 100-35420 14895:27815(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) ABC transporter (CDS_0026)

IMGVR_UViG_3300008743_000164|3300008743| 63011402-2_1000069I4O 186-75640 14908:27346(+)

tail fiber assembly protein (CDS_0023)
CDS_0027
tail fiber protein (CDS_0022) CDS 10626 CDS_0030

!H

|MGVR?UVIG]OOOOOO742,OOO118|700%007712\SRSO15044,WUGC,scaff0|d72é21 [34035-67800 14908:25670(+)
tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)
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anti-Thoeris (APIS043) (CDS_0025)
DNA primase (CDS_0027)

tail fiber protein (CDS_0022) 26 | 282930 34
\MGVR_UVlG_7000OOOéSQ_OOO136|7000000652\SR5020226_Baylgr_scaffo\d_1843 16098:30226(+)
tail fiber protein (CDS_0022)
CDS 0023

|MGVR?UViCLSSOOOO8130,000171|330000§13O\Ga01148507100 143[3-32526 15209:25495(+)
tail fiber protein (CDS_0021)
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tail fiber protein (CDS_0021) tail fiber assembly protein (CDS_0022)
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tail fiber protein (CDS_0021)
CDS_0022

lﬁ

IMGVR_UViG_3300008618_000045|3300008618|Ga011 12347100039-15099:29299(+)

baseplate hub (CDS_0016)
CDS_0021

I#

uvig_427789 13596:23248(+)
tail fiber protein (CDS_0021) CDS_0022

SRS103943_al_ct4438_vs1 14966:26384(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0022)
short tail fiber protein (CDS_0021)
| cDs 0023

I%

SRS146874 al _ct4363 vs1 14?45:25424(+)

tail fiber protein (CDS_0022) CDS_0024
CDS_0023

!ﬂ

IMGVR_UViG_645058802_000002|645058802] 645061563\ 2-35910 15246:27590(+)

short tail fiber protein (CDS_0022)
EDS_0023
€DS 0024
| || cps.0o25
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tail fiber assembly protein (CDS_0022)
CDS_0026
tail fiber protein (CDS_0021) CDS_0025
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tail fiber assembly protein (CDS_0022)
tail fiber protein (CDS_0021) | CDS_0025
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tail fiber protein (CDS_0021) tail fiber assembly protein (CDS_0022)
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tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)
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tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

<
Q
<
el
C
<
@)
N
fe5)
~
[N
~
0
N
N
N
fee)
o
o
o
o
o
=
N
o]
~
=
~
~O
N
N
N
@
N
fes]
~
=
~
0
N
N
N
jos)
N
ol
Nl
=
N
@
i
N
[
w
=
N
0
e}
S
]
~
[N
o
o

(+)

antitoxin from a toxin-antitoxin system (CDS_0032)
translational regulator (CDS_0024)
27 30
tail fiber protein (CDS_0021)| 25 26 | 28 2931 | RelE-like toxin (CDS_0033)

IMGVR_UViG_2879046454_000009|2879046454| 2879046472|48931-8828-3 16163:31230(+)

translational regulator (CDS_0024) CDS_0026
cbs_0035 cDs_0027
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anaerobic ribonucleotide reductase small subunit (CDS_0027)
tail fiber assembly protein (CDS_OOZ?)
translational regulator (CDS_0024)
tail fiber protein (CDS_0021) 25 26 | ABC transporter (VFO818) (CDS_0028)

IMGVR_UViG_2695420574_000002|2695420574\2695449427|168847?6889 16244:31096(+)

translational regulator (CDS_0024) CDS_0026
cbs 0025 CDs 0027

if

|MGVR?UVin28695229997000003|2869522999\286952299-9| 1151212-1189662 16244:29543(+)

translational regulator (CDS_0024) CDS_0026
cbs 0025 cDs_0027

i

\MGVR?UVi6726341663907000001I2634166390\2634535525 16196:28958(+)

translational regulator (CDS_0024)
CDS_0026
CDS_0017 CDS_0025

IMGVR_UViG_2660238341_000002|2660238341]26602940921016345-1052503 14980:29019(+)

ABC transporter (CDS_0029)
translational regulator (CDS_0024) 25 26 27 28 30

TemPhD_cluster_27605 16105:32699(+)
tail fiber protein (CDS_0021) Eleos_ LeoA (CDS_0029)

25 Eleos_LeoBC (CDS_0030)
242627 28 | 31
OO0 DO ERE—CHHETTOD

IMGVR_UViG_2531839471_000001|2531839471]2531900627|38298-81644 16101:34515(+)

tail fiber protein (CDS_0021)
25
2412627 28 29

i4

IMGVR_UViG_3300007066_000030|3300007066|Ga0 10328-5_100071|3310739571 16110:28695(+)

tail fiber assembly protein (CDS_0022)
CDS_0025
CDS_0026
tail fiber protein (CDS_0021) |CDS_O )24

IMGVR_UViG_3300008511_000024|3300008511] GaO-l 11020_100023|3-34213 14984:26337(+)

tail fiber protein (CDS_0022)
25 26 27 28 293031 32 36

i+

IMGVR_UViG_3300008565_000137|3300008565/Ga0111061_1000093 16049:36530(+)

tail fiber protein (CDS_0021)
CDS_0025
CDS_6024 CDS_0030 host nuclease inhibitor (CDS_0033)
1| cps_0026 T cDs_0032

E%

|MGVR?UViCLSSOOOO84837OOO196|3300008483\Ea0 105906_1000136|3594-39282 16124:27592(+)

translational regulator (CDS_0024)
Pyochelin (VFO095) (CDS_0027)
25 26 28 29 3031

i#

SRS146826_al ct5 vs1 16177:33000(+)

tail fiber assembly protein (CDS_0023)
CDS_0026
CDS_0025
€D$_0027
tail fiber protein (CDS_0022) | €DS_0028  transcriptional repressor (CDS_0030)
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tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

IMGVR_UViG_3300008135_000146|3300008135|Ga0111463_1000020|19047-54978 14907:21187(+)

tail fiber assembly protein (CDS_0023)
CDS_0027 transcriptional repressor (CDS_0029)
tail fiber protein (CDS_0022) | CDS_0026CDS_0028

<
6)
<
I?U
C
<
)
w
W
o
o
o
o
~N
=
N
wu
o
o
o
o
N
~
w
W
o
o
o
o
~
=
N
w
(9]
jo)
o
=
o
N
a0
IO
=
o
o
o
w
o
w
=
N
el
=
@
N
~
o
w
=

(+)

short tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)
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tail fiber assembly protein (CDS_0023)
unknown function (CDS_0025)
26
short tail fiber protein (CDL_OOZ )Y277 28 29 3031 33

uvig 155151 16071:29708(+)

26
25[27 28 29

uvig 149294 16036:28871(+)

26
25[2728 29 30

IMGVR_UViG_3300007732_000031|3300007732|Ga0 105756300326 16067:29151(+)

26
25[2728 29

i

IMGVR_UViG_3300007318_000017|3300007318|Ga0 104925:100 109 16045:28890(+)

DNA methyltransferase (CDS_0029)
26
25[2728 | 3031

i—i

IMGVR_UViG_3300006289_000124|3300006289|Ga00996 12100425 16059:28884(+)

26 30
25[2728 29[ 31

IMGVR_UViG_3300007079_000112|3300007079|Ga0104033_100210 16059:3 1495(+)

cas4_II_III_IV_V_VI_1 (CDS_0037)
cas1_IILINI_IV_V_VI_1 (CDS@S)
tail fiber protein (CDS_0022) cas7b_I-B_I-C_2 (CDS_0038)

26 cas5_I-C_11(CDS_0030) cas2_I_II_II_IV_V_VI_3 (CDS_0034} cas8c_I-C_4 (CDS_0039)

25[2728 29 | 31 32 33 T 36 | 40

%
#

uvig_228680 16080:41297(+)

transcriptional repressor (CDS_0023)
tail fiber protein (C DS_0022) Kil protein for bacterial septation inhibition (CDS_0027)

IMGVR_UVIG_2740892255_000008|274—089-2255 |2740964892|2-34720 15277:25435(+)
tail fiber protein (CDS_0022)

IMGVR_UVIG_2724679374_000001|2724679374(2724728169|1-32413 15233:24682(+)
tail fiber protein (CDS_0022)

IMGVR_UViG_2636416160_OOOE9|-2636416160\2636611657 15269:24267(+)

tail fiber protein (CDS_0022)

|MGVR?UVi67282586730570000?)3|2825867305\2825867305| 1-31918 15261:23758(+)

virion structural protein (CDS_0023)

IMGVR_UViG_2681813069_000015I2681813069\2681850170| 1-33117 15261:24031(+)

virion structural protein (CDS_0022)
CDS_0023

I%

IMGVR_UVIG_2825723167_000006|2825723167|2825723177|327193-359870 15261:24518(+)
tail fiber protein (CDS_0023) CDS_0024

IMGVR_UViG_2859720988_000002|_28579720988\2859720988|851596—885869 16087:25676(+)

CDS_0024
tail fiber protein (CDS_0023) T CDS_0025

IMGVR_UViG_2565956564_OOOOOS|2565956524\2565970347| 1024732-1059189 15292:25932(+)

CDS_0023 gDS_OOZS
tail fiber protein (CDS_0022) €DS_0024

IMGVR_UVIG_2627854032_000003|2627854032|2627910993| 145530- 181742 15265:27015(+)

YplA (VF0622) (CDS_0026)
tail fiber protein (CDS_0022) 23 24 25 27

!#

I - -
IMGVR _UViG_2706794649_000003|2706794649|2706818047|18128-54966 15267:28620(+)
tail fiber protein (CDS_0022)

IMGVR_UViG_2690315882_000002|2690315882|2690321651|2-33421 16042:23709(+)

23
tail fiber protein (CDS_0022) T24 2526 Flagella (VF0685) (CDS_0027)

TemPhD_cluster_62026 15255:27555(+)

2628
tail fiber protein (CDS_0022) 23 24 25 [2729 30

|MGVR?UVi6727246793627000009|2724679362\272472-7282-| 199770-236925 15263:28261(+)

tail fiber protein (CDS_0021)
CDS_0022 CDS_0029

!#

IMGVR_UViG_3300008 144_000087|33000-08 144|Ga0114284_1000489 14975:25819(+)

transcriptional repressor (CDS_0025) $D5_0031
CDS_0023 CDS_0030
tail fiber protein (CDS_0022) CDS_0024 CDS_0028

!

|MGVR?UVi6726846226737000003|26g4622673\2684638578|221252-255245 15273:26173(+)
tail fiber protein (CDS_0022) 2324 25 transcriptional repressor (CDS_0026)

\MGVR?UVi6726954208467000002|26954-20846\2695489226|5591157593317 15251:26056(+)

baseplate wedgei@unit (CDS_0021)
tail fiber assembly (CDS_0022)
| 2324 transcriptional repressor (CDS_0025)

’#

| MGVR_UViG_2687453374_OOOOO7|268745337-4\ 2687453968|4597698-4631349 14004:25592(+)

internal virion protein (CDS_0035)
Rz-like spanin (CDS_0024) virion structural protein (CDS_0031) internal virion protein (CDS_0034) major head protein (CDS_0041)
tail protein (CDS_0028) \ tail protein (CDS_00:

tail fiber protein (CDS_0022) 27 30 head protein (CDS_0033)
23 2526 | 29 32 |tail protein (CDS_0

)
I
3

| MGVR_UViG_2706794633_000009|270é771633\ 2706817115|2-54049 15263:45770(+)

10000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation
N — |

unknown function Defence Virulence Anti-defence AMR
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