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CDS_0040 CDS_0042 CDS_0048
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SRS103943_a1_ct4438_vs1 29742:35018(+)

CDS_0043 CDS_0049
IMGVR_UViG_3300029479_000223|3300029479|Ga0244137_100317(2-34202 27398:33549(+)
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IMGVR_UViG_3300008639_000238|3300008639|Ga0115685_1000542 29748:33891(+)
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IMGVR_UViG_3300008565_000137|3300008565|Ga0111061_1000093 40232:44044(+)
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CDS_0049 membrane protein (CDS_0050)

l A - a 20 I I o I O, I
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IMGVR_UViG_2634166390_000001|2634166390|2634535565 28967:36851(+)
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