Reverse transcriptase (CDS_0025)
27  endolysin (CDS_0030)
24 26T38 29 31 33 34 35 3637 38 3940 41 42 43 45 46 47

HDDDDHH:I—G—DD—DDDDDDDD |

IMGVR_UViG_3300045988_049374|3300045988|Ga0495776_092991 19725:34074(+)

Cl-like repressor (CDS_0033)
32 34 35 3637 38 39 43
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SRS051882_al_ct22232_vs01 19725:33980(+)

32 33 34 35 3637 38 39 43
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MGV-GENOME-0292243 19725:34101(+)

Cl-like repressor (CDS_0033)
28 32 34 35 36 37

—1 OB AT FEC-PES PP f O

Minot_Diet_SRR5088940_NODE_49_length_44921_cov_18.528997 19681:33609(+)

Cl-like repressor (CDS_0032) 36

tail protein (CDS_0024) endolysin (CDS_0031) 33 34 g,T 37 38
IMGVR_UViG_3300029332_000114|3300029332|Ga0243782_100641 18911:32460(+)
37
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IMGVR_UViG_3300045988_079826|3300045988|Ga0495776_157173 19732:33015(+)

32 33 34 35 36 37 38
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IMGVR_UViG_3300045988_075758|3300045988|Ga0495776_097983 19809:34621(+)
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MGV-GENOME-0297223 19809:34618(+)
30 31 32 38 34 35 36
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IMGVR_UViG_3300045988 033878|3300045988|Ga0495776_172683 19003:32957(+)

Cl-like repressor (CDS_0032) 36
31 33 34 35| 37 38
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MGV-GENOME-0293279 19729:34054(+)

Cl-like repressor (CDS_0032)
31 33 34 35 36 37

— AT HE-CO-DIDD{IORPE 1 |

IMGVR_UViG_3300045988_063557|3300045988|Ga0495776_093046 19729:33685(+)

27 endolysin (CDS_0030) 32 33 34 35 [37

— O —~ HE-C-DEEDIPDED DD

IMGVR_UViG_3300008103_000005|3300008103|Ga0114180_100545 19733:33133(+)

36
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MGV-GENOME-0292922 19740:32309(+)

head-tail adaptor (CDS_0029) 31 32 33 34 35 36 39
IMGVR_UViG_3300045988_082824|3300045988|Ga0495776_170118 18931:32282(+)
29 31 32 33 34 35 36

IMGVR_UViG_3300045988_087454|3300045988|Ga0495776_094683 18925:31799(+)
32 33 34 35 36 37
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IMGVR_UViG_3300045988_074337|3300045988|Ga0495776_132366 19725:33099(+)

endonuclease (CDS_0043)
32 33 34 35 36 37 38 42 44
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MGV-GENOME-0285905 19734:34519(+)

Cl-like repressor (CDS_0032)
31 33 34 3536 37
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IMGVR_UViG_3300045988_081786|3300045988|Ga0495776_169989 19721:32104(+)

32 33 34 35 §3T7 38 39
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MGV-GENOME-0290916 19735:33560(+)
30 36 37 38
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MGV-GENOME-0290684 21908:33462(+)
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IMGVR_UViG_3300007109_000007|3300007109|Ga0102633_100397 19733:33765(+)

31 32 3334 35 36 37
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MGV-GENOME-0290875 18927:32576(+)

Cl-like repressor (CDS_0030)
29 313233
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MGV-GENOME-0279377 17973:29869(+)

Cl-like repressor (CDS_0032)
31 33 34 3536 37 40

— OHIHOD-CT-E—C HOEDHODDEDH |

MGV-GENOME-0291738 19731:32654(+)

Cl-like repressor (CDS_0031)
30 32 33 3435 36

[ A — PH-E-@E—C- DD DEDDDED) |

MGV-GENOME-0295963 18925:32109(+)

Cl-like repressor (CDS_0027)
21 tail protein (CDS_0022) 26 28 29 3031 32

5 , A FHEE—CT- O DIOPDEDNM |

IMGVR_UViG_7000000187_000109|7000000187|SRS022609_Baylor_scaffold_90200 17327:29887(+)

Cl-like repressor (CDS_0036)
31 32 33 35 37 38 3940 41
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IMGVR_UViG_3300007360_000156|3300007360|Ga0104766_1000521 23718:35977(+)

Cl-like repressor (CDS_0033)
32 34 35 3637

— DA )~ HECHOEDBDD) ) D

IMGVR_UViG_3300045988_073610|3300045988|Ga0495776_099549 19720:32948(+)

Cl-like repressor (CDS_0033)
kinase (CDS_0030) 32 34 35 3637

— DA ¢ E-ECHOEDBDDED. |

IMGVR_UViG_3300045988_067777|3300045988|Ga0495776_157061 19720:33361(+)

Cl-like repressor (CDS_0028)
kinase (CDS_0025) 27 29 30 3132
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IMGVR_UViG_3300045988_084334|3300045988|Ga0495776_113954 17316:30009(+)

Cl-like repressor (CDS_0033)
29 30 32 34 35 3637
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IMGVR_UViG_2814123294_000005(2814123294|2814193235|43920-91643 21737:36860(+)

RT_III-AM_III-B_2 (CDS_0026) Cl-like repressor (CDS_0034)
25 28 32 33 35 36 |38
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IMGVR_UViG_3300006141_000032|3300006141|Ga0080704_1000086 19666:33254(+)

Cl-like repressor (CDS_0035) 38
endolysin (CDS_0031) 33 34 3 37 [39
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IMGVR_UViG_3300006131_000027|3300006131|Ga0080692_1000192 19746:33257(+)

Cl-like repressor (CDS_0033)
32 34 35 3637
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MGV-GENOME-0287870 22924:32998(+)

32 33 34 35 36

[ HED—DHH]—(:I—D{:)DDDDQD |

IMGVR_UViG_3300045988_044913|3300045988|Ga0495776_092871 19764:33620(+)

transcriptional regulator (CDS_0032)
31 33 34 35
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IMGVR_UViG_3300006143_000031|3300006143|Ga0080706_1000177 19475:32907(+)
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[ A oL —— & DED- DO o

SRS142508_a1_ct24012_vs1 19620:32872(+)

CDS_0031 CDS_0033
CDS_0028 CDS_0030 CDS_0032|  SspBCDE_ SspD (CDS_0035)
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IMGVR_UViG_3300045988_046440|3300045988|Ga0495776_157003 19387:32382(+)
26 27 28 29 30

[ 1 N — HEE—-@HED-DDOED ) |

IMGVR_UViG_3300007222_000028|3300007222|Ga0104061_100789 17133:28935(+)

Cl-like repressor (CDS_0031)
holin (CDS_0027) 30 32 33 3435 38

0 — O ~ HE-C HOEDPPOODL X

uvig 193718 18687:32930(+)

Cl-like repressor (CDS_0030)
29 31 32 3334

[ — DA E-C HOED DD | D

MGV-GENOME-0288573 18687:31888(+)

Cl-like repressor (CDS_0034)
28 30 31 33 35 36 37 38

Bl T —{ @ HDED DD ) | D

IMGVR_UViG_3300014789_000176|3300014789|Ga0134406_1000154(20345-65747 22947:34627(+)

24 31 32 33 34 35

[ s oL — HE-CHDEDPDEDDT ) X

MGV-GENOME-0287957 19458:32897(+)

32 33 34 35

[ oL B O @—G—DDDDQD | I

SAMEA2580118_al_ct125688_vs1 19558:32629(+)

31 32 33 34 35

IMGVR_UViG_3300029056_000010|3300029056|Ga0169699_100433 19558:32588(+)
30 31 33 34 35 36 37
IMGVR_UViG_3300045988_048180|3300045988|Ga0495776_099676 22901:33209(+)
43
30 3132 33 34 35 37 38 39 40 414L2T 44 45

B{ {h— DO - HED PR E— D)

MGV-GENOME-0310012 23719:35893(+)
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