Hoc-like head decoration (CDS_0029)
amidase (CDS_0034)
CDS_0031
CDS_0032 CDS_0037
LdSs_ooss CDS_0036
CDS 0030 | CDS 0035 | CDS_0038 CDS_0039

—
IMGVR_UViG_3300045988_059431|3300045988|Ga0495776_109906 19840:27555(+)
amidase (CDS_0034)

I
MGV-GENOME-0271093 19827:26217(+)
CDS_0034 CDS_0039CDS_0040

MGV-GENOME-0242399 19827:27723(+)
amidase (CDS_0034)

MGV-GENOME-0205575 19827:26919(+)
amidase (CDS_0034) CDS_0039 CDS_0040

MGV-GENOME-0198626 19828:27021(+)
CDS_0034  CDS_0037

IMGVR_UViG_3300045988_030589|3300045988|Ga0495776_087290 19839:26435(+)
endolysin (CDS_0034) CDS_0035

uvig 190096 19827:26223(+)
amidase (CDS_0034) CDS_0039 CDS_0040

MGV-GENOME-0216987 19827:26921(+)
amidase (CDS_0031) CDS_0036

MGV-GENOME-0209615 18216:25458(+)
amidase (CDS_0034) CDS_0039 CDS_0040

IMGVR_UViG_3300029588_000335|3300029588|Ga0245111_1000592|1-35303 19830:27078(+)
amidase (CDS_0033)

e —— I

IMGVR _UViG_3300014552 000176|3300014552|Ga0134450_100023|115703-150563 19841:26632(+)
endolysin (CDS_0034) Mu Gam-like end protection (CDS_0039)

[ ODPPOEDC I

MGV-GENOME-0237298 19944:26757(+)
endolysin (CDS_0032)

CDS_0033
I B/ S W G e
SAMNO06164994 a1l ct12148 19301:26341(+)
CDS_0037

endolysin (CDS_0031) CDS_0036 DNA binding protein (CDS_0038)
I I
uvig 200564 18216:25551(+)

endolysin (CDS_0033)
O HE—1D
MGV-GENOME-0245138 19824:27110(+)

CDS_0034 CDS_0039

MGV-GENOME-0309969 19826:27360(+)
transglycosylase (CDS_0034)

MGV-GENOME-0281571 19827:27333(+)
amidase (CDS_0034) CDS_0039

MGV-GENOME-0249400 19827:27791(+)
CDS_0034 CDS_0039

IMGVR_UViG_3300045988_052358|3300045988|Ga0495776_017760 19828:27023(+)
CDS_0034

IMGVR_UViG_3300045988_028523|3300045988|Ga0495776_103683 19839:26808(+)
transglycosylase (CDS_0034) CDS_0039

IMGVR_UViG_3300045988_039699|3300045988|Ga0495776_178104 19827:27031(+)
amidase (CDS_0034) CDS_0039 CDS_0040

IMGVR_UViG_3300029588_000091|3300029588|Ga0245111_1000592 19830:29257(+)
endolysin (CDS_0034) CDS_0039 CDS_0040

uvig_445087_ 19773:27932(+)
CDS_0028 CDS_0031 CDS_0034

IMGVR_UViG_3300045988_033500|3300045988|Ga0495776_017731 18635:26983(+)
endolysin (CDS_0034) CDS_0039

IMGVR_UViG_3300045988_044500|3300045988|Ga0495776_177036 19688:27679(+)

amidase (CDS_0034) CDS_0039 CDS_0040
I, B, B D G g ) ba! OD
IMGVR _UViG_3300045988_184868|3300045988|Ga0495776_179400|149-38749 19690:30048(+)

CDS_0032amidase (CDS_0034) CDS_0039
O O D
MGV-GENOME-0272592 18621:27808(+)
amidase (CDS_0034) CDS_0039

(R I

MGV-GENOME-0272108 19827:27860(+)
endolysin (CDS_0033)

MGV-GENOME-0244311 19825:26989(+)
amidase (CDS_0034)

IMGVR_UViG_3300010260_000047|3300010260]|Ga0129315_1000418 19227:27508(+)
CDS_0033

IMGVR_UViG_3300045988_086534|3300045988|Ga0495776_177264 18623:27101(+)
CDS_0034 CDS_0039 CDS_0040

IMGVR_UViG_3300045988_098963|3300045988|Ga0495776_162848 19827:29333(+)
amidase (CDS_0035) methyltransferase (CDS_0040)

MGV-GENOME-0272524 19853:27293(+)
transglycosylase (CDS_0034)

IMGVR_UViG_3300045988_056834|3300045988|Ga0495776_017739 19827:27003(+)
amidase (CDS_0033)

MGV-GENOME-0191558 18522:25598(+)
amidase (CDS_0035)

uvig_62263 19853:26249(+)

Hoc-like head decoration (CDS_0030)
endolysin (CDS_0035)

MGV-GENOME-0244513 18623:27019(+)
amidase (CDS_0034)

CDS 0035

IMGVR_UViG_3300029742_000015|3300029742|Ga0245239 101020 19827:27023(+)
endolysin (CDS_0034)

MGV-GENOME-0237934 19932:26842(+)
amidase (CDS_0034)
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MGV-GENOME-0206136 19827:27019(+)
endolysin (CDS_0034) CDS_0039

MGV-GENOME-0215230 19827:26721(+)

Hoc-like head decoration (CDS_0031)
Hoc-like head decoration (CDS_0030)
| endolysin (CDS_0036)

uvig_91525 18636:26109(+)

CDS_0038
amidase (CDS_0034) T CDS_0039CDS_0042
OO Db

MGV-GENOME-0243841 19827:27341(+)
endolysin (CDS_0034)

MGV-GENOME-0236738 19827:26262(+)
endolysin (CDS 0033) CDS_0035

I e
IMGVR _UViG_3300045988 041192|3300045988|Ga0495776_017732 19825:27421(+)

endolysin (CDS_0034) DNA binding protein (CDS_0039)
PPN P

IMGVR _UViG_3300045988_032037|3300045988|Ga0495776_153633 19827:27058(+)
endolysin (CDS_0034)

IMGVR_UViG_3300010262_000273|3300010262|Ga0129317_1000422|465-36487 19227:27521(+)
amidase (CDS_0034)

MGV-GENOME-0248835 19828:27110(+)
amidase (CDS_0034) CDS_0037

IMGVR_UViG_3300029573_000385|3300029573|Ga0245101_100191|40728-75942 19827:26986(+)
amidase (CDS_0035)

IMGVR _UViG_3300010275_000481|3300010275|Ga0129310_1000114|76075-111236 20431:26818(+)
amidase (CDS_0034)

IMGVR_UViG_3300029620 000369|3300029620|Ga0245130.100124|5057-38757 19827:25947(+)
endolysin (CDS_0034) CDS_0037

. OSSO HOD-1D
MGV-GENOME.0250970 19825:26641(+)
endolysin (CDS_0034)

. S HH-DOD-0D
MGV-GENOME-0235865 19826:26267(+)

CDS_0034
L SO D10
-

IMGVR_UViG_3300045988_050256|3300045988|Ga0495776_182757 19828:25746(+)
CDS_0034 CDS_0035

MGV-GENOME-0244468 19827:27442(+)
endolysin (CDS_0034) CDS_0035

uvig_490785_ 19788:27247(+)
CDS_0025 endolysin (CDS_0031)

i

MGV-GENOME-0232374 17654:24927(+)
tail protein (CDS_0022) endolysin (CDS_0028)

MGV-GENOME-0222839 15296:22661(+)

CDS_0039
CD5_0040
amidase (CDS_0034) CDS_0038 | | DNA methyltransferase (CDS_0041)

MGV-GENOME-0206700 19827:26602(+)

CDS_0032
CDS_0027 T cDs.0034

IMGVR_UViG_3300045988_055155|3300045988|Ga0495776_063048 18213:26223(+)

Hoc-like head decoration (CDS_0029)
RT_III-AM_III-B_2 (CD§_0028) CDS_0034

IMGVR_UViG_3300045988_077680|3300045988|Ga0495776_017740 18212:27003(+)

CDS_0040
CDS_0033 CDS_0034 CDS_0038 T CDS_0041

uvig 53767 19752:29079(+)
CDS_0030 CDS_0031

IMGVR_UViG_3300039382_000028|3300039382|Ga0169844_000120 18367:26505(+)
amidase (CDS_0033) CDS_0034 CDS_0038

IMGVR_UViG_3300045988_065163|3300045988|Ga0495776_127232 19756:28565(+)

CDS_0037
CDS 0033 CDS 0034 | CDS_0039

IMGVR UVIG 3300045988 033217|3300045988|Ga0495776 017533 19945:27330(+)
CDS_0036 CDS_0039

i

IMGVR_UViG_3300045988_042834|3300045988|Ga0495776_042833|1-36410 21416:28186(+)
CDS_0036

E

MGV-GENOME-0247048 21416:28031(+)
CDS_0036

E

IMGVR_UViG_3300045988_030576|3300045988|Ga0495776_062755 21415:28052(+)

CDS_0036
0,5, B, G Ve
uvig_506698 21414:26221(+)
CDS_0038
CDS_0028 CDS_0032 CDS_0036

] cpsoo3 | CDS_0035 CDS_0037

!

IMGVR_UViG_3300007305_000126|3300007305|Ga0104872_100729 19408:26553(+)
CDS_0030

E

MGV-GENOME-0248029 19408:26572(+)
CDS_0025 CDS_0032

IMGVR _UViG_3300045988_101292|3300045988|Ga0495776_042575 17530:26558(+)
CDS.0031 CDS.0033

IMGVR_UViG_3300045988_090136|3300045988|Ga0495776_014278 17146:26225(+)
CDS_0029

ivig_8013 19271:26491(+)
CDS_0021

E

MGV-GENOME-0217472 14175:21289(+)
CDS_0030 CDS_0036

!

MGV-GENOME-0258650 19411:26604(+)
CDS_0027 CDS_0030

MGV-GENOME-0247881 17503:26579(+)
CDS_0030

MGV-GENOME-0246957 17365:26443(+)
CDS_0030

MGV-GENOME-0245391 17446:26478(+)
CDS_0030

IMGVR_UViG_7000000200_000001|7000000200|SRS023526_Baylor_scaffold_10335 17445:26498(+)
CDS_0029 CDS_0030 CDS_0031

uvig 565635 17452:28213(+)
CDS_0031 CDS_0033

%

IMGVR_UViG_3300013426_000071|3300013426|Ga0116649_1000130 21719:29259(+)
CDS_0030

MGV-GENOME-0247724 19411:26936(+)
CDS_0030 CDS_0034

MGV-GENOME-0249251 19412:24636(+)
CDS_0031

MGV-GENOME-0210802 19413:24638(+)
CDS_0030

!

MGV-GENOME-0252346 19412:26467(+)
CDS_0029 CDS_0035

!

MGV-GENOME-0308738 19273:27297(+)
CDS_0032
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MGV-GENOME-0216986 19410:26191(+)
CDS_0030

MGV-GENOME-0217111 19415:26252(+)
CDS_0030

MGV-GENOME-0311883 19409:24636(+)
CDS_0030

uvig_304208 19366:24592(+)

endolysin (CDS_0030)
CDS_0032

|
18-

uvig 193898 19412:24638(+)

CDS_0029
| cpbs_ 0030

i

MGV-GENOME-0247897 17449:24638(+)
CDS_0030

MGV-GENOME-0302427 19411:26237(+)
CDS_0030

MGV-GENOME-0322641 19412:26583(+)
CDS_0029

!

IMGVR_UViG_3300045988_073110[3300045988|Ga0495776_187608 19273:26735(+)
endolysin (CDS_0029)

IMGVR_UViG_2600255040_000010|2600255040/2600278007|4624-38927 19271:25094(+)
CDS_0028
CDS_0022 T CDS_0030

i

MGV-GENOME-0229383 16485:24636(+)

CDS_0002
CDS.0003 | CDS_0001

IMGVR_UViG_3300045988_109232|3300045988|Ga0495776_127886 1:6252(-)

CDS_0002
CDS_0003 replication initiation protein (CDS_0001)

IMGVR_UViG_3300045988_067856/3300045988|Ga0495776_085638 1:5943(-)
10 9 8 recD_IV-D_1(CDS_0007) 6 5 4 RtxA (VF0482) (CDS_0003) 2 Gabija_GajB_2 (CDS_0001)

uvig_459064_ 1:19138(-)

7000 nt 1
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