
IMGVR_UViG_3300045988_031764|3300045988|Ga0495776_044365 22380:30240(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036
CDS_0037

CDS_0038
CDS_0039

CDS_0040

DNA binding protein (CDS_0041)
CDS_0042

CDS_0043
CDS_0044

CDS_0045

ivig_3770 22380:30469(+)

CDS_0038CDS_0039

IMGVR_UViG_3300045988_123497|3300045988|Ga0495776_043289 22381:31815(+)

CDS_0039 CDS_0040

IMGVR_UViG_3300045988_058129|3300045988|Ga0495776_127224 22382:29780(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_067872|3300045988|Ga0495776_021701 22379:29211(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_037169|3300045988|Ga0495776_042265 22381:29336(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_053680|3300045988|Ga0495776_153625 22381:29046(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_056826|3300045988|Ga0495776_182566 22396:29430(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_047132|3300045988|Ga0495776_177485 22384:29234(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_058089|3300045988|Ga0495776_152958 22382:29344(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300007742_000122|3300007742|Ga0105758_1000626 22396:31374(+)

CDS_0039
CDS_0040CDS_0041

IMGVR_UViG_3300045988_043697|3300045988|Ga0495776_179635 22396:29625(+)

CDS_0039
CDS_0040

MGV-GENOME-0270954 22380:29308(+)

CDS_0038
CDS_0039

CDS_0040

MGV-GENOME-0268719 22381:30038(+)

CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_3300045988_053669|3300045988|Ga0495776_188534 22404:30452(+)

CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_3300045988_052946|3300045988|Ga0495776_183028 22380:30942(+)

CDS_0039
DnaC-like helicase loader (CDS_0040)

CDS_0041

MGV-GENOME-4414812 22380:30475(+)

CDS_0039
DNA topoisomerase II large subunit (CDS_0040)

CDS_0041

IMGVR_UViG_3300045988_042866|3300045988|Ga0495776_087485 22380:30185(+)

GTP-binding domain (CDS_0039)

CDS_0040
CDS_0041

MGV-GENOME-0260851 22381:31647(+)

CDS_0039
CDS_0040 CDS_0041

IMGVR_UViG_3300045988_058217|3300045988|Ga0495776_147802 22393:30916(+)

CDS_0039
transcriptional regulator (CDS_0040)

CDS_0041

IMGVR_UViG_3300045988_041445|3300045988|Ga0495776_167484 22381:29370(+)

CDS_0039

IMGVR_UViG_3300045988_085574|3300045988|Ga0495776_062482 22389:28761(+)

CDS_0039

IMGVR_UViG_3300045988_037202|3300045988|Ga0495776_162827 22380:28765(+)

CDS_0039

IMGVR_UViG_3300029668_000070|3300029668|Ga0245235_100565 22381:34634(+)

39 40 41
endolysin (CDS_0042)

43 44

IMGVR_UViG_3300045988_155970|3300045988|Ga0495776_177881 22381:32240(+)

CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_3300045988_113139|3300045988|Ga0495776_025983 22384:32521(+)

39
internal virion protein (CDS_0040)

41 42 43

MGV-GENOME-0264187 22384:32230(+)

internal virion protein (CDS_0039)
CDS_0040

CDS_0041 CDS_0042

IMGVR_UViG_3300045988_077680|3300045988|Ga0495776_017740 22380:28904(+)

CDS_0034 CDS_0039

IMGVR_UViG_3300045988_035573|3300045988|Ga0495776_182631 22114:28516(+)

CDS_0039

IMGVR_UViG_3300045988_056834|3300045988|Ga0495776_017739 22384:28904(+)

transglycosylase (CDS_0034)
CDS_0039

IMGVR_UViG_3300045988_044500|3300045988|Ga0495776_177036 22380:29580(+)

CDS_0039 CDS_0040

uvig_200564 20770:27452(+)

CDS_0036
CDS_0037

MGV-GENOME-0309969 22380:29261(+)

CDS_0039
CDS_0040

MGV-GENOME-0272592 22380:29709(+)

CDS_0039
CDS_0040

MGV-GENOME-0281571 22384:29234(+)

CDS_0039
CDS_0040

MGV-GENOME-0249400 22381:29692(+)

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_184868|3300045988|Ga0495776_179400|149-38749 22382:31949(+)

CDS_0039
CDS_0040 CDS_0041

IMGVR_UViG_3300029588_000091|3300029588|Ga0245111_1000592 22384:31158(+)

CDS_0039
CDS_0040

CDS_0041

uvig_445087_ 22327:29833(+)

CDS_0039
CDS_0040

CDS_0041

MGV-GENOME-0293931 22393:32002(+)

39 40
41

42 43

IMGVR_UViG_3300045988_098963|3300045988|Ga0495776_162848 22381:31234(+)

CDS_0039
CDS_0040

CDS_0041

MGV-GENOME-0272108 22381:29761(+)

CDS_0039
CDS_0040

MGV-GENOME-0262316 22381:31908(+)

39
40

head morphogenesis (CDS_0041)

42 43 44

IMGVR_UViG_3300045988_094600|3300045988|Ga0495776_043559 22381:31908(+)

39
40

head morphogenesis (CDS_0041)

42 43 44

IMGVR_UViG_3300045988_088247|3300045988|Ga0495776_113978 22384:33896(+)

39 40 41 42 43 44

IMGVR_UViG_3300045988_042834|3300045988|Ga0495776_042833|1-36410 22116:29456(+)

CDS_0032
CDS_0036

CDS_0039
CDS_0040

IMGVR_UViG_3300045988_051686|3300045988|Ga0495776_178040 22407:31168(+)

methyltransferase (CDS_0040)

CDS_0041
CDS_0043

CDS_0044
transposase (CDS_0045)

MGV-GENOME-0272524 22407:31168(+)

methyltransferase (CDS_0040)

CDS_0041
CDS_0043

uvig_62263 22407:33759(+)

CDS_0040
CDS_0041

CDS_0042 CDS_0043

uvig_91525 22264:34659(+)

41 42 43 44 45 46

IMGVR_UViG_3300029731_000262|3300029731|Ga0245178_100200|36938-81127 22380:37266(+)

DNA topoisomerase II (CDS_0039)
DNA topoisomerase II (CDS_0040)

41 42 43 44 45 46

uvig_187784 22380:32812(+)

DNA topoisomerase II (CDS_0039)

CDS_0040
integrase (CDS_0041)

CDS_0042

uvig_398904 22417:37416(+)

NAD synthetase (CDS_0038) 39
40

4142 43 44
glutamine amidotransferase (CDS_0045)

46

MGV-GENOME-0290409 22417:35804(+)

38
39

4041 42 43
glutamine amidotransferase (CDS_0044)

45

MGV-GENOME-0305169 22382:38607(+)

39 40 41 42 43 44 45 46 47

MGV-GENOME-0245438 22381:29859(+)

DNA binding protein (CDS_0039)
CDS_0043replication initiation protein (CDS_0045)

IMGVR_UViG_3300045988_032037|3300045988|Ga0495776_153633 22384:29331(+)

DNA binding protein (CDS_0039)

MGV-GENOME-0240866 22106:28518(+)

CDS_0039

MGV-GENOME-0243841 22115:28810(+)

CDS_0038
CDS_0039

CDS_0040

IMGVR_UViG_3300029782_000418|3300029782|Ga0245253_100455|6996-45573 22114:31622(+)

endolysin (CDS_0038) CDS_0039

MGV-GENOME-0250970 21880:27926(+)

CDS_0031
CDS_0037

CDS_0038

IMGVR_UViG_3300029573_000385|3300029573|Ga0245101_100191|40728-75942 21882:28256(+)

CDS_0037
CDS_0038

uvig_226359 22381:42041(+)

39 40 41
LPS (VF0124) (CDS_0042)

Pht (VF0337) (CDS_0043)

FbpABC (VF0272) (CDS_0044)
FbpABC (VF0272) (CDS_0045)

46 47 48 49

uvig_170815 22381:39288(+)

39 40 41 42 43 44
SbcC-like subunit of palindrome specific endonuclease (CDS_0045)

46 47 48

Rampelli_SM_34_NODE_253_length_45056_cov_5.422324 22381:38102(+)

39
MutT/NUDIX hydrolase (CDS_0040)

41 42 43 44

antitoxin from a toxin-antitoxin system (CDS_0045)

46
47

translation initiation factor (CDS_0048)

49

uvig_187657 22381:41985(+)

39 40 41 42 43 44 45
cas9_II-A_II-B_II-C_5 (CDS_0046)

47

Iron/manganese transport (VF1116) (CDS_0048)

49

MGV-GENOME-0262000 22381:32654(+)

CDS_0039
CDS_0040

CDS_0041
CDS_0042

CDS_0044

IMGVR_UViG_3300045988_030576|3300045988|Ga0495776_062755 22390:30502(+)

CDS_0036
CDS_0039

CDS_0041
DnaC-like helicase loader (CDS_0046)

MGV-GENOME-0238847 23787:30558(+)

CDS_0041

IMGVR_UViG_3300045988_039578|3300045988|Ga0495776_064286 23787:30473(+)

CDS_0041

IMGVR_UViG_3300045988_047263|3300045988|Ga0495776_062875 23788:30527(+)

CDS_0040

IMGVR_UViG_3300045988_058147|3300045988|Ga0495776_062904 23866:29674(+)

CDS_0041

MGV-GENOME-0271093 22375:32517(+)

CDS_0039
CDS_0040

CDS_0041 CDS_0042

IMGVR_UViG_3300045988_039699|3300045988|Ga0495776_178104 22381:29736(+)

CDS_0039

IMGVR_UViG_3300029588_000335|3300029588|Ga0245111_1000592|1-35303 22384:30015(+)

CDS_0039

IMGVR_UViG_3300045988_187590|3300045988|Ga0495776_172392|266-34497 21965:28945(+)

amidase (CDS_0033)

CDS_0034
CDS_0039

IMGVR_UViG_3300014798_000200|3300014798|Ga0134382_1000003|201300-235559 21893:28968(+)

CDS_0037

MGV-GENOME-0212862 18213:24974(+)

CDS_0027
CDS_0028

CDS_0029

CDS_0035

IMGVR_UViG_3300045988_034133|3300045988|Ga0495776_113873 22379:33896(+)

DNA binding protein (CDS_0040)

41
42

434445 46 47 48

uvig_46447 22381:45805(+)

NAD synthetase (CDS_0039)
40 41 42 43 44 45 46 47 48

dUTPase (CDS_0049)
50 51 52

uvig_514982 22381:37265(+)

3940 41 4243

peptidase (CDS_0044)
45

46 47 48 49
50

51
52

53

IMGVR_UViG_3300045988_088835|3300045988|Ga0495776_173380 22381:36495(+)

3940 41 4243

peptidase (CDS_0044)
45

46 47 48 49
50

51

uvig_91155 1:10134(-), 39464:48798(-)

123456 6465666768

uvig_507906 22382:43694(+)

39 40 41 42 43 44 45 46 47 48 49

uvig_29991 22380:42868(+)

38 39
nuclease (CDS_0040)

4142

NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0043)

44

MutT/NUDIX hydrolase (CDS_0045)
dUTPase (CDS_0046)

47

PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecA2 (NF000408.1) (CDS_0048)

tRNA nucleotidyltransferase (CDS_0049)
50 51 52

uvig_191331 22381:45402(+)

39 40 41
endolysin (CDS_0042)

43 44

primase (CDS_0045)

46
47

48 49 50 51 52 53 54 55 56

MGV-GENOME-0331663 22381:53022(+)

39 40 41 42 cation efflux protein (CDS_0043)

MutT/NUDIX hydrolase (CDS_0044)
Accessory secretion factor (VF0808) (CDS_0045)

dCMP deaminase (CDS_0046)
endonuclease (CDS_0047)

48 49 50
O-antigen (VF0392) (CDS_0051)

52

NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0053)

54

uvig_190096 22115:36888(+)

35 39 40
ABC transporter (CDS_0041)

42 43 44

DnaC-like helicase loader (CDS_0045)

46 47

IMGVR_UViG_3300045988_059431|3300045988|Ga0495776_109906 24590:35249(+)

39 42 43 44 45 46
Arc-like repressor (CDS_0047)

48

uvig_506698 22114:45576(+)

39
NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0040)

41 42 43 44 45 46
MazEF__MazF (CDS_0047)

48 49 50

tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0051)

52

IMGVR_UViG_3300045988_065163|3300045988|Ga0495776_127232 22086:31422(+)

CDS_0034 CDS_0038
CDS_0041

replication initiation protein (CDS_0044)

RusA-like Holliday junction resolvase (CDS_0046)

uvig_53767 22082:31936(+)

CDS_0038

SAMN06164994_a1_ct12148 23903:30700(+)

CDS_0039

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation

unknown function Defence Virulence AMR


