ParB-like partition protein (CDS_0006)

anti-RM (APIS063) (CDS_0003) integrase (CDS_0011) integrase (CDS_0013)
1 2 4 5 7 8 9 10 DNA invertase (CDS_0012) 1415 16 17

I
MGV-GENOME-0282231 38:14754(+)
ParB-like partition protein (CDS_0006)

anti-RM (AP15063) (CDS_0003) integrase (CDS_0011)
1 2 4 5 7 8 9 10 DNA invertase (CDS_0012)
@@ - T H— ) S |- D@

MGV-GENOME-0281583 2:15744(+)
ParB-like partition protein (CDS_0055)

anti-RM (AP1S063) (CDS_0058) integrase (CDS_0050)
61 60 59 57 56 54 53 52 51 DNA invertase (CDS_0049)
@@ @@ - T O— - T - e &

MGV-GENOME-0281187 26808:42469(-)
ParB-like partition protein (CDS_0006)

anti-RM (AP1S063) (CDS_0003) integrase (CDS_0011)
1 2 4 5 7 8 9 10 DNA invertase (CDS_0012)
S (S (0 Sy O gy Wy gy O D I I/ O G

MGV-GENOME-0278756 1:15179(+)
ParB-like partition protein (CDS_0055)

anti-RM (APIS063) (CDS_0058) integrase (CDS_0050)

60 59 57 56 54 53 52 51 DNA invertase (CDS_0049)
da@da@E—a@Em-p{o— T ¢
MGV-GENOME-0276536 26732:41533(-)

ParB-like partition protein (CDS_0057) integrase (CDS_0052)

59 58 56 55 54 53 DNA invertase (CDS_0051)
MGV-GENOME-0271069 27478:40455(-)

ParB-like partition protein (CDS_0056) integrase (CDS_0050)

58 57 55 54 53 52 51 DNA invertase (CDS_0049)

MGV-GENOME-0274288 26731:41086(-)

ParB-like partition protein (CDS_0007) integrase (CDS_0012)
4 5 6 8 9 10 11 DNA invertase (CDS_0013)
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MGV-GENOME-0277641 3:15008(+)

ParB-like partition protein (CDS_0003) DNA invertase (CDS_0005)
1 2 integrase (CDS_0004)
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integrase (CDS_0049)
54 53 52 51 50 DNA invertase (CDS_0048)
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MGV-GENOME-0253336 26808:37309(-)

DNA polymerase (CDS_0051) integrase (CDS_0045)
5453 52 50 49 48 47 46 DNA invertase (CDS_0044)

MGV-GENOME-0253296 24512:37303(-)

DNA polymerase (CDS_0049) integrase (CDS_0043)
2 51 50 48 47 46 45 44 DNA invertase (CDS_0042)

w

MGV-GENOME-0244217 22719:35829(-)

DNA polymerase (CDS_0004) integrase (CDS_0010)
12 3 5 6 7 8 9 DNA invertase (CDS_0011)

MGV-GENOME-0264640 2:12707(+)
DNA polymerase (CDS_0056)

transposase (CDS_0059) integrase (CDS_0050)
58 57 55 54 53 52 51 DNA invertase (CDS_0049)

MGV-GENOME-0271229 26525:40523(-)
transposase (CDS_0060)

DNA polymerase (CDS_0057) integrase (CDS_0051)
59 58 56 55 54 53 52 DNA invertase (CDS_0050)

MGV-GENOME-0272649 27648:40796(-)

DNA polymerase (CDS_0058) integrase (CDS_0052)
6160 59 57 56 55 54 53 DNA invertase (CDS_0051)

IMGVR_UViG_3300045988_178331|3300045988|Ga0495776_026138 26865:39533(-)
transposase (CDS_0001)

DNA polymerase (CDS_0004) integrase (CDS_0010)
2 3 5 6 7 8 9 DNA invertase (CDS_0011)

MGV-GENOME-0275051 1:12932(+)

transcriptional repressor (CDS_0002)

DNA polymerase (CDS_0003) integrase (CDS_0009)
1 \ 4 5 6 7 8 DNA invertase (CDS_0010)

MGV-GENOME-0319016 3:12329(+)

transcriptional repressor (CDS_0006)

Gabija__GajB_2 (CDS_0001) DNA polymerase (CDS_0007) integrase (CDS_0013)
2 3 4 5 | 8 9 10 11 12 DNA invertase (CDS_0014)
| ———————————— I

MGV-GENOME-0320042 1:17570(+)

primosomal protein (CDS_0064)

DNA polymerase (CDS_0060) integrase (CDS_0054)
66 65 63 62 61 59 58 57 56 55 DNA invertase (CDS_0053)

MGV-GENOME-0297885 29988:45866(-)

primosomal protein (CDS_0004)

DNA polymerase (CDS_0008) integrase (CDS_0014)
12 3 5 6 7 9 10 11 12 13 DNA invertase (CDS_0015)

MGV-GENOME-0287833 2:16132(+)

primosomal protein (CDS_0005)

DNA polymerase (CDS_0009) integrase (CDS_0015)
1 2 3 4 6 7 8 10 11 12 13 14 DNA invertase (CDS_0016)

uvig_327244 50:16739(+)

replication initiation protein (CDS_0065) transcriptional repressor (CDS_0060)

transposase (CDS_0062) DNA polymerase (CDS_0059) integrase (CDS_0053)
67 66 64 63 61 | 58 57 56 55 54 integrase (CDS_0052)

uvig 186102 26821:45119(-)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0065)

restriction endonuclease (CDS_0063)
MADS__mad1 (CDS_0067 DNA polymerase (CDS_0060) DNA invertase (CDS_0054)
68 T 66 | 64 62 61 59 58 57 56 55 DNA invertase (CDS_0053)
ED— T S - HEED DO )T ¢ P -a&

SAM EA27377-26_a 1.ct92788 vs1 30404:49899(-)

DNA invertase (CDS_0053)
DNA invertase (CDS_0054)

MGV-GENOME-0267548 30007:36479(-)
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