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uvig 53344 17396:33227(+)
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Ma_2019_SRR413754 NODE_779 length_40613_cov_133.365846 17395:30020(+)

ATP-dependent protease (CDS_0032) Retron_VI__HTH (CDS_0039)
26 2728 29 30 31 \ 33 34 Retron_VI_HTH (CDS_0035)

g

uvig 45960_ 17395:32287(+)

CDS_0028
CDS 4)057
CDS 0026 |  CDS 0029

IMGVR_UViG_3300045988_160446|3300045988|Ga0495776_059756 17392:24495(+)

CDS_0028
CDS_0027
CDS_0026 | CDS_0029 CDS_0033

IMGVR_UViG_7000000380_000074|7000000380|SRS015663_WUGC _scaffold_33235 17396:24568(+)
26 2728 29 EF-Tu (VF0877) (CDS_0030)

IMGVR_UViG_3300045988_164148|3300045988|Ga0495776_182078 17398:25998(+)
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IMGVR_UViG_3300045988_165821|3300045988|Ga0495776_062566 17406:24910(+)
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IMGVR_UViG_3300029745_000022|3300029745|Ga0245251_100962 17420:24244(+)

translation elongation factor (CDS_0032)
26 2728 29 30 31 EF-Tu (VF0877) (CDS_0033)

uvig 217820 17398:28396(+)

translation elongation factor (CDS_0030)
26 2728 29 EF-Tu (VF0877) (CDS_0031)

IMGVR_UViG_3300029582_000169|3300029582|Ga0245118_100683 17398:27471(+)

acyl carrier proﬁtgin (CDS_0030)
26 2728 29 peptidase (CDS_0031) 32 EF-Tu (VF0877) (CDS_0033)

uvig 183524 17398:33089(+)
26 2728 29 30 31

IMGVR UVIG 3300045988 _157612|3300045988|Ga0495776 083627 17395:27574(+)
26 2728 29 30

IMGVR _UViG_3300045988_147373|3300045988|Ga0495776_003244 17395:24376(+)
CDS_0026

IMGVR_UViG_3300045988_167617|3300045988|Ga0495776_154462 17395:23306(+)
EF-Tu (VF0877) (CDS_0027)

CDS_0026

IMGVR_UViG_3300029848_000366|3300029848|Ga0245285_1000461[1-34267 17395:24072(+)
CDS_0026 CDS_0027

MGV-GENOME-0245433 17395:23808(+)
CDS_0020 EF-Tu (VF0877) (CDS_0025)

MGV-GENOME-0262100 17071:23369(+)
CDS_0025

IMGVR_UViG_3300045988_161000|3300045988|Ga0495776_178057 17071:23000(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (CDS_0036)

Retron_VI_HTH (CDS_0032)
integrase (CDS_0029) Tss
26 2728 30 31 T34 35 EF-Tu (VF0877) (CDS_0037)
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uvig 199464 17395:31184(+)

amidase (CDS_0025)

24 27 2829 3031 EF-Tu(VF0877)(CDS_0032)

uvig 390330 17071:25944(+)

RT_III-AM_III-B_2 (CDS_0019)
amidase (CDS_0025) CDS_0028
CDS 0024 CDS_0027 CDS_0029

!ﬁ
|

IMGVR_UViG_3300045988_143649|3300045988|Ga0495776_143498 15964:23101(+)
CDS_0024 amidase (CDS_0025)

MGV-GENOME-0253141 15965:22651(+)
CDS_0018 transposase (CDS_0023)

IMGVR_UViG_3300029749_000531|3300029749|Ga0245202_1000127|66705-100681 15232:22479(+)

EF-Tu (VF0877) (CDS_0028)
CDS_0024 CDS_0027
amidase (CDS_0025) T integrase (CDS_0029)
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IMGVR_UViG_3300029617_000018|3300029617|Ga0245125_100962 17056:25061(+)

CDS_0024
amidase (CDS_0025)  CDS_0027

| J
IMGVR_UViG_3300029613_000366|3300029613|Ga0245150_100364(22032-55831 15965:23255(+)
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