Retron_VI_HTH (CDS_0032)

CDS_0035
CDS_0027 transcriptional regulator (CDS_0031) CDS_0034
CDS_0026 EF-Tu (VF0877) (CDS_0028) integrase (CDS_0029) CDS_0030 | cDs_0033 |CcDs_0036 CDS_0037
IMGVR _UViG_3300029617_000018|3300029617|Ga0245125 100962 19690:26260(+)
CDS_0023
CDS_0022 | CDS_0024 amidase (CDS_0025) Retron_VI__HTH (CDS_0030)
IMGVR_UViG_3300029613 000366|3300029613|Ga0245150_100364|22032-55831 17579:24621(+)
Retron_VI__HTH (CDS_0034) CDS_0038 CDS_0040
IMGVR_UViG_3300045988_157612|3300045988|Ga0495776_083627 25548:29044(+)
CDS_0027
endolysin (CDS_0024) CDS_0026 CDS_0028 CDS_0029 Retron_VI__HTH (CDS_0032)
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MGV-GENOME-0234414 18326:25692(+)

Retron_VI_HTH (CDS_0039)
| CDS_0042
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uvig 45960_ 29177:33878(+)

Retron_VI__HTH (CDS_0028)

e X —CETTTT T D )

MGV-GENOME-0272516 17920:24103(+)

Retron_VI_HTH (CDS_0030)
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IMGVR_UViG_3300030029_000305|3300030029|Ga0245284_1000079|103256-136505 18326:24864(+)

CDS_0020
RT_III-AM_III-B_2 (CDS_0019) CDS_0021 CDS_0025
MGV-GENOME-0217441 15965:22206(+)
CDS 0032
IMGVR_UViG_3300045988_160351|3300045988|Ga0495776_153626 18346:25468(+)
CDS_0031
IMGVR_UViG_3300029616_000367|3300029616|Ga0245133_100717|11688-45827 18346:24961(+)
CDS_0030
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IMGVR_UViG_3300008272_000397|3300008272|Ga0111092_1000006|13829-47650 18346:24643(+)

CDS_0032
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IMGVR_UViG_3300029852_000027|3300029852|Ga0245291 100814 18346:25671(+)

CDS_0029
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IMGVR_UViG_3300008672_000281|3300008672|Ga0111519_100028|187474-220520 18348:24495(+)

CDS_0033
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IMGVR_UViG_3300045988_154102|3300045988|Ga0495776_100952 19512:25670(+)

CDS_0033
IMGVR_UViG_7000000380_000074|7000000380|SRS015663 WUGC _scaffold_33235 19514:26038(+)
CDS_0029 CDS_0030 CDS_0033
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IMGVR_UViG_3300045988_147373|3300045988|Ga0495776_003244 19512:25572(+)

CDS_0029
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IMGVR_UViG_3300029749_000531|3300029749|Ga0245202_1000127|66705-100681 18707:24804(+)

CDS_0028
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IMGVR_UViG_3300045988_142807|3300045988|Ga0495776_157766 17930:24123(+)
CDS_0041
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uvig 199464 28036:32550(+)
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