nucleoside triphosphate pyroﬂosphohyd rolase (CDS_0051)
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DnaC-like helicase loader (CDS_0043)
integrase (CDS_0047)
(CDS_0049)
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C DS_70044T CDS_004: CDS_0052
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PD-Lambda-1_ PD-Lambda-1 (CDS_0046)
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44 45 4647 48
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CDS_0044 CDS_0046
" cDs_0045 CDS_0047

uvig 236028 33029:38751(+)
44 45 4647 48

IMGVR_UViG_3300045988_147851|3300045988|Ga0495776_057957 31581:38127(+)
CDS_0044 integrase (CDS_0046)
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CDS_0048
CDs_0049
CDS 0047 | | cDS_0050
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uvig 323598 34180:40591(+)

CDS_0045 CDS_0047
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|
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CDS_0044 CDS_0046
| cDs_0045 CDS 0047

!

IMGVR_UViG_3300045988_135370|3300045988|Ga0495776_144455 32733:40171(+)

CDS_0046
CDS_0045 | CDS 0047 CDS_0048

!

TemPhD_cluster_58337 32640:39332(+)
CDS_0045 CDS 0046

!

IMGVR_UViG_2531839589_000003|2531839589/2531916958|53766-103931 32641:37693(+)

replication initiation protein (CDS_0039)
Retron_VI_HTH (CDS_0038)

CDS_0037
CDS_0034 CDS_0042
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CDS_0033 €DS_0036 CDS_0041 | | CDS 0044
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45 46 47 48 49 51 52 53 54
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N
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46 47 48 49 50 51 52 53 54 55 57 58 59 60 61  MADS_mad1 (CDS_0062)
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|+
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CDS_ 0051
CD5_0049CDS_0052
CDS_0045 |CDS_ 0050 | RecT-like ssDNA annealing protein (CDS_0053)
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—
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