NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0045)
internal virion protein (CDS_0037) tail fiber assembly protein (CDS_0042)terminase small subunit (CDS_0048)
internal virion protein with endolysin domain (CDS_0039) terminase large subunit (CDS_0001)
tail protein (CDS_0035) tail fiber protein (CDS_0040) 47
tail protein (CDS_0034) 36 38 41 43 44 467
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MGV-GENOME-0285815 24095:4460(+)

tail fiber assembly protein (CDS_0042)
tail protein (CDS_0034) tail fiber protein (CDS_0040) NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0045)
33 internal virion protein with endolysin domain (CDS_0039) 41 43 44
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|

IMGVR_UViG_3300029678_000012|3300029678|Ga0245195_100686 23915:43144(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0046)
tail fiber assembly protein (CDS_0042)
tail fiber protein (CDS_0040) 43
39 41 44 45 2 4 5

|
]

MGV-GENOME-0281169 24137:4718(+)

tail fiber assembly protein (CDS_0042)
tail fiber protein (CDS_0040) T43 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0046)

39 41 44 45
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IMGVR_UViG_3300045988_010355|3300045988|Ga0495776_002568 24137:4718(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0046)
internal virion protein with endolysin domain (CDS_0040) tail fiber assembly ﬂotein (CDS_0042)
\ tail fiber protein (CDS_0041)43 44 45
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#

MGV-GENOME-0285985 24259:43152(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0047)
tail fiber assembly protein (CDS_0042)
tail fiber protein (CDS_0040) 45
37 internal virion protein with endolysin domain (CDS_0039) 41 43 44746

i
:

MGV-GENOME-0277177 22162:41213(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0039)
internal virion protein with endolysin domain (CDS_0038) 40 42 43
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MGV-GENOME-0277192 22162:41214(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0039)
tail protein (CDS_0033) internal virion protein with endolysin domain (CDS_0038) 40 42 43

|
H

IMGVR_UViG_3300045988_003404|3300045988|Ga0495776_070647 21989:41214(+)

tail fiber assembly protein (CDS_0043)
tail fiber protein (CDS_0040)
internal virion protein with endolysin domain (CDS_0039) 41 42 44 45

|
H

IMGVR_UViG_3300045988_010327|3300045988|Ga0495776_100028 23163:42702(+)

tail fiber assembly protein (CDS_0041)
tail fiber assembly protein (CDS_0043)
tail fiber protein (CDS_0038),
internal virion protein with endolysin domain (CDS_0037) 39 40 | 42 44 45
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MGV-GENOME-0288868 22456:41434(+)

tail fiber assembly protein (CDS_0041)
tail fiber assembly protein (CDS_0043)
tail fiber protein (CDS_0038),
internal virion protein with endolysin domain (CDS_0037) 39 40 | 42 44 45

i%

IMGVR_UViG_3300045988_009302|3300045988|Ga0495776_173238 22456:41434(+)

tail fiber assembly protein (CDS_0042)
tail fiber protein (CDS_0038)
40
internal virion protein with endolysin domain (CDS_0037) 39 T 41| 4344

i%

IMGVR_UViG_3300045988_015706|3300045988|Ga0495776_002125 22225:40550(+)

tail fiber assembly protein (CDS_0039)
tail fiber protein (CDS_0036) 41
internal virion protein with endolysin domain (CDS_0035) 37 38 40 T42@

MGV-GENOME-0281013 22342:41681(+)

tail fiber assembly protein (CDS_0038)
tail fiber protein (CDS_0036) 40
internal virion protein with endolysin domain (CDS_0035) 37 39 T41 42

—
MGV-GENOME-0280675 22306:41611(+)

tail fiber assembl)ﬂotein (CDS_0039)
tail fiber protein (CDS_0037)
internal virion protein with endolysin domain (CDS_0036) 38 \ 40 4142 43

IMGVR_UViG_3300045988_008369|3300045988|Ga0495776_094933 23373:42856(+)

tail fiber assembly protein (CDS_0039)
40
37 tail fiber protein (CDS_0038) T41Q HNH endonuclease (CDS_0046)

MGV-GENOME-0281640 22972:41076(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0045)
tail fiber assembly protein (CDS_0040)

CDS_0044
_DS_0041
CDS_0038 tail fiber protein (CDS_0039) CcDs 5_0042 'HNH endonuclease (CDS_0046)
e ———————————

IMGVR_UViG_3300045988_008092|3300045988|Ga0495776_112378 26256:40868(+)

tail fiber assembly (CDS_0039)
tail fiber protein (CDS_0037)
internal virion protein with endolysin domain (CDS_0036) 38 40

uvig_281750 23856:42091(+)

tail fiber assembly (CDS_0036)
tail fiber protein (CDS_0034)
33 35 37

I
IMGVR_UViG_3300045988_009324|3300045988|Ga0495776_029046 20925:38077(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0042)
tail fiber assembly protein (CDS_0039)
tail fiber protein (CDS_0037) ‘ CDS_0043
internal virion protein with endolysin domain (CDS_0036) CDS_0038| T CDS_0044

!%

IMGVR_UViG_3300045988_009278|3300045988|Ga0495776_001131 22526:41384(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0039)
38 40 42 43 47

|
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IMGVR_UViG_3300045988_021343|3300045988|Ga0495776_070998 23708:41605(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0039)
38 40 42 43

|
+

MGV-GENOME-0278006 23708:41605(+)

tail fiber protein (CDS_0037) NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0046)
36 38 3940 4142 44 45
N

IMGVR_UViG_3300029218_000007|3300029218|Ga0168718_100471 22969:42838(+)

tail fiber assembly (CDS_0035)
33 tail fiber protein (CDS_0034) 36 37

IMGVR_UViG_3300045988_004447|3300045988|Ga0495776_025006 20819:39583(+)

tail fiber assembly protein (CDS_0039)
internal virion protein with endolysin domain (CDS_0037)
lytic tail protein (CDS_0036) \ tail fiber protein (CDS_0038) 40 41

|
=

uvig 412594 22361:42603(+)

internal virion protein with endolysin domain (CDS_0036) tail fiber assembly protein (CDS_0038)
tail fiber protein (CDS_0037) 39 40

uvig 426153 22968:42689(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0039)
internal virion protein with endolysin domain (CDS_0038) 40 42 43

|
H

uvig 588646 23194:43646(+)

tail fiber assembly protein (CDS_0036)
tail fiber protein (CDS_0034)
internal virion protein with endolysin domain (CDS_0033) 35 37 38
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H

IMGVR_UViG_3300045988_004579|3300045988|Ga0495776_001411 21090:41654(+)

tail fiber assembly protein (CDS_0036)
tail fiber protein (CDS_0034)
internal virion protein with endolysin domain (CDS_0033) 35 37 38

!%
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MGV-GENOME-0278038 21046:41613(+)

tail fiber assembly protein (CDS_0042)
tail fiber protein (CDS_0039)
internal virion protein with endolysin domain (CDS_0037) 38 40 41 43 44

i#

uvig 318391 22872:41952(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0038)
37 39 40 42 43

|
|

TemPhD_cluster_14305 22872:41897(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0038)
internal virion protein with endolysin domain (CDS_0037) 39 40 42 43

!1

MGV-GENOME-0288879 23639:43795(+)

tail fiber assembly protein (CDS_0038)
tail fiber protein (CDS_0035)
34 36 37 3940

|
|

MGV-GENOME-0279739 21733:40595(+)

tail fiber assembly protein (CDS_0038)
tail fiber protein (CDS_0035) 39
internal virion protein with endolysin domain (CDS_0034) 36 37 T40ﬂ

;#

uvig 227590 21956:40855(+)

tail fiber assembly protein (CDS_0040)
tail fiber protein (CDS_0038)
37 39 41 42

|
i

IMGVR_UViG_3300008672_000008|3300008672|Ga0111519_100747 23276:42449(+)

tail fiber assembly protein (CDS_0032)
tail fiber protein (CDS_0029) NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0035)
internal virion protein with endolysin domain (CDS_0028) 30 31 | 33 34

#
%
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MGV-GENOME-0236994 16444:34478(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0046)
tail fiber protein (CDS_0037) 44
internal virion protein with endolysin domain (CDS_0036) 38 39 40 41 42 43[45 47 48 HNH endonuclease (CDS_0049)

|
I

uvig 281256 22423:42342(+)

tail fiber assembly protein (CDS_0041)
tail fiber protein (CDS_0039)
38 40 42 43 HNH endonuclease (CDS_0047)

|
i

SAMN10080929_a1_ct2022 23567:42442(+)

tail fiber protein (CDS_0036)
CDS_0035 CDS_0037

I
|

uvig_36037 20109:32669(+)
internal virion protein with endolysin domain (CDS_0036) tail fiber protein (CDS_0037)

uvig 509365 20700:32783(+)

tail fiber protein (CDS_0037)
internal virion protein with endolysin domain (CDS_0036) 38 3940 41

iﬁ

MGV-GENOME-0281109 23085:3412(+)

9000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover tail unknown function
N



