CDS_0081
CDS_0074 CDS_0077 CDS_0079 "CDS_0082 CDS_0084
Dda-like helicase (CDS_0075) CDS_0076 CDS_0078 | cps.o008d | CDS 0083 | CDS 0085

IMGVR_UViG_3300045988_076685|3300045988|Ga0495776_014868 95712:100967(+)
CDS_0086  CDS_0087

IMGVR _UViG_3300045988_076860|3300045988|Ga0495776_119639 99183:104098(+)
CDS_0090 thioredoxin domain (CDS_0095)

uvig_443747_ 106781:111370(+)

CDS_0087
CDS_0079 CDS_0080 CDS_0084 CDS_0085 CDS_0086

CDS_0095 CDS_0097
CDS_0094 CDS_0096 CDS_0098

MGV-GENOME-0377918 97518:105081(+)

MGV-GENOME-0377807 101100:106726(+)

CDS_0155
CDS 0156 | CDS 0154

MGV-GENOME-0377855 111645:117449(-)

CDS_0068
CDS_0067 | CDS 0069

MGV-GENOME-0377838 76614:82418(+)
CDS_0101 CDS_0102

MGV-GENOME-0378207 108351:114156(+)

CDS_0065
CDS_0064 CDS_0066

MGV-GENOME-0377905 74665:80455(+)
CDS_0097 CDS_0098 CDS_0100

MGV-GENOME-0378345 107831:113643(+)
CDS_0092

MGV-GENOME-0378240 103739:109542(+)
CDS_0081 CDS_0082 CDS_0083

MGV-GENOME-0377967 94430:100003(+)

CDS_0089
CDS_0087 CDS_0088

MGV-GENOME-0377917 104121:109341(+)

CDS 0080CDS 0082
CDS.0079 CDS_00B1

MGV-GENOME-0378242 95754:101196(+)

CDS_0080CDS_0082
CDS_0079 CDS_0081

IMGVR_UViG_3300045988_088190|3300045988|Ga0495776_015096 95754:101196(+)

HNH endonuclease (CDS_0084) CDS_0086
CDS_0083 \ CDS_0085 |

Ma_2019_SRR413576_NODE_7_length_178225_cov_136.165061 95445:101902(+)
endonuclease (CDS_0079) CDS_0080 CDS_0081 CDS_0083

IMGVR_UViG_3300045988_093791|3300045988|Ga0495776_015103 95860:102629(+)
CDS_0083 CDS_0084 CDS_0085

|

MGV-GENOME-0378038 97495:104976(+)

CDS_0080
| cDs_oo81

IMGVR_UViG_3300045988_085726|3300045988|Ga0495776_014832 95768:101527(+)

CDS_0080
‘| cps_oos1

MGV-GENOME-0378375 95768:101527(+)
CDS 0091 CDS_0093

uvig 305261 100896:106275(+)
CDS_0080

MGV-GENOME-0377824 95513:100158(+)

CDS_0093
CDS_0087 CDS_0088 CDS_0089 " | CDS_0094

uvig_502434 96474:104036(+)

CDS_0092
'CDS_.0093  CDS_0094

MGV-GENOME-4435715 101146:108332(+)

3000 nt

DNA, RNA and nucleotide metabolism unknown function



