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MGV-GENOME-0378293 158054:164802(+)

CDS.0172  CDS.0174
CDS 0167 [cps 0173 CDS_0175 CDS 0176 CDS_0177
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MGV-GENOME-0377918 155102:161962(+)
179 181 182 184 185 186 187 188 189 191
SRS017375_al ct1878 157501:165644(+)
9897 9 95 94
MGV-GENOME-0378129 105137:110760(-)
CDS_0182

CDS_0181 | CDS 0183 CDS_0184
MGV-GENOME-0378240 161861:168183(+)

CDS_0162 CDS_0164 CDS_0165
MGV-GENOME-0377905 132746:138929(+)

CDS_0064 CDS_0063 CDS_0061
< E—ad —— {1 —0
MGV-GENOME-0377855 53823:60338(-)
CDS_0159 CDS_0160
1
—— i — D

MGV-GENOME-0377838 133724:140239(+)

CDS_0188 CDS_0187

|
| I B W B
MGV-GENOME-0378215 159063:165641(-)
CDS_0194
|cDs_ 0195
|
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IMGVR_UViG_3300045988_070932|3300045988|Ga0495776_137415 163040:169756(+)
CDS_0167 CDS_0169 CDS_0170 CDS_ 0171 CDS_0173

MGV-GENOME-0376843 142710:148453(+)
CDS_0168 CDS_0169 CDS_0170
MGV-GENOME-0376809 142710:148175(+)
CDS_0185 CDS_0186
MGV-GENOME-0377823 156535:161629(+)
CDS_0185 CDS_0186 CDS_0191 CDS_0192 CDS_0193
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(+)
CDS_0177 CDS_0178 CDS_0179 CDS_0180

MGV-GENOME-4435715 153047:159329(+)
CDS_0191 CDS_0192 CDS_0193 CDS_0194

Ma_2019_SRR413576_NODE_7_length_178225_cov_136.165061 159104:166125(+)
184 186 187 188 189 190 191 192

MGV-GENOME-0378041 161179:168927(+)
194 195 196 197 198 199 200 201 202 HNH endonuclease (CDS_0205)

d—n{ 15D

MGV-GENOME-0378432 158491:167772(+)
182 183 184 185 186187 188 189 190

MGV-GENOME-0376891 143635:152522(+)
182 183 184 185 186 187

%

MGV-GENOME-0377967 153137:160364(+)

184
180 181 182 183 | 185 186 187

d— 15D

MGV-GENOME-0378374 162544:171794(+)
189 190 191 192 193 194 195 196 197

IMGVR_UViG_3300045988_091566|3300045988|Ga0495776_014627 166835:176147(+)
178 179 180 181 182 183 184 185

IMGVR UVIG 3300045988 076860|3300045988|Ga0495776 119639 153272:160818(+)
191 192 193 194 195 196 197 198

uvig 443747_ 165803:173147(+)

190 191 192 193 194 195 196

%
a

IMGVR_UViG_3300045988_098760|3300045988|Ga0495776_137383 159722:167085(+)

203 204 205 206 207 208
MGV-GENOME-0378373 165246:172689(+)
199 200 201 202 203
MGV-GENOME-0377807 158555:165704(+)
CDS_0184

CDS_0182 CDS_0183 CDS_0185
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180 181 182 183 184 185
MGV-GENOME-0378080 155884:162633(+)
163 164 167 168 169 170 171 172 173 174
MGV-GENOME-0378040 133468:142659(+)
172 173 174 175 176 177 178 179 180 183
MGV-GENOME-0378038 152918:161589(+)
196 197 198 199 200 201 202

IMGVR_UViG_3300045988_076685|3300045988|Ga0495776_014868 158300:165946(+)
180 184 185 186 187 188 189 190

IMGVR_UViG_3300045988_088190|3300045988|Ga0495776_015096 153747:161370(+)

183 184 187 188 189 190 191
uvig 305261 155729:162719(+)
[ 3000nt |

DNA, RNA and nucleotide metabolism unknown function



