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NC_047901.1 36921:44507(+)
CDS_0059

NC_049462.1 37000:44585(+)
CDS_0055 CDS_0058

NC_049472.1 35770:43429(+)
CDS_0055

NC_022343.1 35757:43003(+)
CDS_0049 CDS_0050

HE600015.1 34771:41245(+)

endolysin (CDS_0054) CDS_0056
ICDS_0055 lipoprotein (CDS_0057) late sigma transcription factor (CDS_0062)
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NC_049502.1 35188:43315(+)
endolysin (CDS_0051) CDS_0052
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NC_031045.1 34901:42285(+)
CDS_0051

NC_019910.1 35607:43106(+)
CDS_0050

MGV-GENOME-0376349 34191:42128(+)
CDS_0049 CDS_0050
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MGV-GENOME-0376333 36380:44608(+)
CDS_0053 CDS_0054

NC_049384.1 35592:43628(+)

CDS_0040  CDS_0042
CDS_0041 CDS_0047 homing endonuclease (CDS_0052)

NC_022768.1 31892:40781(+)
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