ShcD-like subunit of palindrome specific endonuclease (CDS_0062)
unknown function (CDS_0065)

homing endonuclease (CDS_0060) unknown function (CDS_0067)

Rnase H (CDS_0059) CDS_0064 CDS_0069
CDS_0058 | CDS_0061 CDS_0063 [ ¢Ds_0066 CDS_0068 | CDS_0070
K [ ) | b DD I D - A
NC_049501.1 42638:54467(+)
CDS_0058
K 0 ) y DA ) iy )

MGV-GENOME-0376333 42465:53387(+)
CDS_0063 CDS_0065

B T A

€ 0 ) )

NC_049507.1 43145:53972(+)

CDS_0059 CDS_0064 CDS_0066
K {0 ) ) P O O )
NC_013693.1 39996:50879(+)

CDS_0059
K 0 ) ) I I, D B
NC_019910.1 41026:48663(+)

CDS_0065
K = ) ) DL A ) A
NC_042047.1 39052:49629(+)

CDS 0064
K R ) ) ), s B e I B )
NC_022343.1 41655:52492(+)

CDS_0061

K = ) ) ) A H A )
NC_049508.1 42871:54082(+)

CDS_0058
K (I ) ) DA ) A )
NC_049458.1 39800:50735(+)

CDS_0061 CDS_0066
K = ) ) A ) A )
NC_049512.1 39384:50410(+)

CDS_0065 CDS_0071
K — ) ) P o A )
NC_049502.1 41175:52164(+)

CDS_0063
K = ) ) DA ) A )
NC_027119.1 41407:52286(+)

holin (CDS_0060)
K = ) ) O A ) oy )
NC_049433.1 40236:51095(+)
holin (CDS_0056)

K 0 i ) ) D A ) aly

NC_022768.1 37934:49533(+)
CDS_0061 CDS_0062

DD )

€ {0 ) !

NC_049509.1 41153:52161(+)

CDS_0060 holin (CDS_0061)

P

€ 0 ) )

NC_049455.1 41079:51626(+)

H A )

CDS_0063 CDS_0064

€ ! ) ! N s D e e

NC_049500.1 39945:51267(+)
CDS_0061 CDS_0062

0 D s

CDS_0068 CDS_0069

ais A

€ I ) )

NC_049427.1 39633:50621(+)

CDS_0060 CDS_0061

N e

€ (I ) )

NC_031045.1 40145:50972(+)

H A

CDS_0067 CDS_0068

K 0 | ) I S R s I >
NC_047900.1 42545:53669(+)
CDS_0063 CDS_0069
K = ) | ) ) D s I - A be
NC_049497.1 41083:52278(+)
CDS_0061 CDS_0066 CDS_0067
K | ) ) DL A ) - O D
IMGVR_UViG_3300045988_142553|3300045988|Ga0495776_081032 43116:54041(+)
CDS_0062 CDS_0068
K ! ) ) 0 W N s I g I
NC_049384.1 41485:52332(+)
CDS_0067
0 ) ) oo O O A >
NC_048186.1 40346:50804(+)
CDS_0064

I ) !

NC_047932.1 42266:52779(+)

DT A D

CDS_0064 CDS_0066

(I ) ] ) DD W, ) L A
NC_019530.1 40978:52980(+)
CDS 0066
(- ) ) DD ) L A >
NC_049439.1 43167:54148(+)
DNA binding protein (CDS_0053)
"] DinG_IV-A 2 (CDS_0054) CDS_0059

[ X D) ) ) A e e

NC_049499.1 37914:50666(+)

I

y

k

5000 nt

1

DNA, RNA and nucleotide metabolism lysis transcriptionregulation unknown function Defence



