phosphoheptose isomerase (CDS_0061)
DNA methyltransferase (CDS_0057)
DNA methyltransferase (CDS_0055) ‘
Retron_VI_HTH (CDS_0037) 42 exonuclease (CDS_0047) DNA polymerase (CDS_0051) phosphofructokinase (CDS_0059)
33 34 3536 | 38 39 40 41[43 44 45 46 48 49 50 52 5354 | 56 | 58760 | 62

w
N

\MGVR?UVin33OOO45988707?%7|3300045988\630495776,132347 22232:38493(+)
DNA methyltransferase (CDS_0047)

40 DNA polymerase (CDS_0043)
39 T 41 42 44 4546 DNA methyltransferase (CDS_0048)

MGV-GENOME-0269593 24705:34403(+)

phosphofructokinase (CDS_0056)
DNA methyltransferaseTC DS_0054)
DNA methyltransferase (CDS_0052) ‘

49 5051 53 | DNA helicase (CDS_0060)

!#

IMGVR_UViG_3300029842_000352|3300029842|Ga0245273_100130[45336-90059 32455:41352(+)

DNA methyltransferase (CDS_0051)
48 4950 52 DNA methyltransferase (CDS_0053)

|+

IMGVR_UViG_3300045988_050495|3300045988|Ga0495776_187497 30327:38924(+)

DNA methyltransferase (CDS_0040)
29 DNA methyltransferase (CDS_0038)
T3031 33 35 3637 39 |

MGV-GENOME-0239696 21445:29373(+)

DNA methyltransferase (CDS_0057)
DNA methyltransferase (CDS_0055)
52 5354 56

|

IMGVR_UViG_3300007222_000007|3300007222|Ga0104061_100704 32280:38771(+)

DNA methyltransferase (CDS_0053)
50 5152 DNA methyltransferase (CDS_0054)

I#

IMGVR_UViG_3300029432_000359|3300029432|Ga0243805_100272(31829-75741 31614:38121(+)

DNA methyltransferase (CDS_0055)
52 5354 56 DNA methyltransferase (CDS_0057)

I#

IMGVR_UViG_3300029343_000155|3300029343|Ga0243725_1000545 35472:41984(+)

DNA methyltransferase (CDS_0052)
49 5051 DNA methyltransferase (CDS_0053)

|

MGV-GENOME-0288684 31779:38277(+)

DNA methyltransferase (CDS_0052)
49 5051 DNA methyltransferase (CDS_0053)

|

IMGVR_UViG_3300023545_000328|3300023545|Ga0257041_100052[12764-55327 30275:36772(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042) DNA methyltransferase (CDS_0050)
DNA methyltransferase (CDS_0048)
39 4041 45 4647 49 |

/
f

IMGVR_UViG_3300045988_050540[3300045988|Ga0495776_110187 25089:35723(+)
52 5354 55 56 DNAmethyltransferase (CDS_0057)

IMGVR_UViG_3300029717_000435|3300029717|Ga0245160_1000583|3477-48839 33076:39571(+)
49 50 51 52 DNA methyltransferase (CDS_0053)

IMGVR_UViG_3300045988_036728|3300045988|Ga0495776_055637 31189:37422(+)

CDS_0050 DNA methyltransferase (CDS_0052)
“|cps.0051

!%

IMGVR_UViG_3300014553_000009|3300014553|Ga0134451_ 100269 31984:36944(+)

DNA methyltransferase (CDS_0050)
CDS_0049
CDS_0048 DNA methyltransferase (CDS_0051)

|

IMGVR_UViG_3300029130_000329|3300029130|Ga0168772_100039|73725-115924 29915:36409(+)

DNA methyltransferase (CDS_0038) DNA methyltransferase (CDS_0041)
DNA methyltransferase (CDS_0039)
37 40

|

MGV-GENOME-0233131 21653:28144(+)

DNA methyltransferase (CDS_0051)
CDS_0050 DNA methyltransferase (CDS_0052)

|

IMGVR_UViG_3300029554_000025|3300029554|Ga0245041_100435 31741:37388(+)

DNA methyltransferase (CDS_0074)
72 73 75 DNA methyltransferase (CDS_0076)

g#

IMGVR_UViG_3300008640_000004|3300008640|Ga0111422_100223 53699:60198(+)

DNA methyltransferase (CDS_0053)
DNA methyltransferase (CDS_0054)
52 55 DNA methyltransferase (CDS_0056)

Iﬁ

Kang_0027_STOO1_A_NODE_21 length_44057_cov_55.958093 32571:39001(+)

DNA methyltransferase (CDS_0052)
CDS_0051
CDS_0050 DNA methyltransferase (CDS_0053)

Iﬁ

MGV-GENOME-4420760 31732:38226(+)

CDS_0050
CDS_0049 DNA methyltransferase (CDS_0051)

IMGVR _UViG_3300010283_000415|3300010283|Ga0129312_1000008|31243-72835 30549:35802(+)
DNA methyltransferase (CDS_0051)

MGV-GENOME-0277985 32190:36011(+)
DNA methyltransferase (CDS_0051)

CDS_0050

MGV-GENOME-0278441 31577:36134(+)

DNA methyltransferase (CDS_0070)
DNA methyltransferase (CDS_0071)
69 72 DNA methyltransferase (CDS_0073)

!+

IMGVR_UViG_3300008640_000325|3300008640]Ga0111422_100223[134-63276 50853:57352(+)

6000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function Defence
I



