DNA methyltransjgrase (CDS_0053)
Retron_VI_HTH (CDS_0036) DNA methyltransferase (CDS_0051)
DNA polymerase (CDS_0047)

34 40 43 49
T35 |3738 3941 42 (444546 48750 | 52

54
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Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042)
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39 [41 | 43
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vancomycin resistance response regulator transcription factor VanR-B (NFO00402.1) (CDS_0040)
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39 | 41424344]46 47 [4950 5556
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internal virion protein with endolysin domain (CDS_0042)
40 45
3941 | 43 44 4647 48 51 phosphofructokinase (CDS_0056)
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exonuclease (CDS_0031)
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internal virion protein with endolysin domain (CDS_0043)
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DNA binding protein (CDS_0039)
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14142 43 44 [4647 48 50 phosphoheptose isomerase (CDS_0056)
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internal virion protein with endolysin domain (CDS_0042)
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internal virion proteinyiﬁth endolysin domain (CDS_0041)
exonuclease (CDS_0044)
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internal virion protein with endolysin domain (CDS_0042)
exonuclease (CDS_0045)
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DNA methyltransferase (CDS_0049)
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Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0049)
DNA binding protein (CDS_0040)
exonuclease (CDS_0046)
41 44 47
142 43J45 ks | 50 DNA methyltransferase (CDS_0054)
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trimethoprim-resistant dihydrofolate reductase DfrA35 (NFO33851.1) (CDS_0040)
DNA binding protein (CDS_0042)
thymidylate synthase (CDS_0039) [43 48
38 [ | 41 T44 4546 47 4950 56
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metallo-phosphoesterase (CDS_0050)
MazEF_MazF (CDS'0047)

DNA polymerase (CDS_0054) DNA binding protein (CDS_0062)
43 48 52 58 63 68
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CDS_0040
CDS_OO39JQNA methyltransferase (CDS_0041)
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MG\/—G-ENOME70253405 23512:28497(+)

DNA methyltransferase (CDS_0041)
CDS_0040 DNA helicase (CDS_0046)
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MG\/*G-ENOME70240093 23512:31590(+)
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CDS_0039DNA methyltransferase (CDS_0041)
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MGV—G-ENOME70242123 23512:29726(+)

DNA methyltransferase (CDS_0041)
CDS_0040
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MG\/*G-ENOME70243450 23500:29922(+)

DNA methyltransferase (CDS_0041)
CDS_0039
Cbs_0040
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MG\/*G-ENOME74411310 23512:29814(+)

DNA methyltransferase (CDS_0039)
CDS_0033CDS_0038

DO

MG\/*GENOT/\E70231722 22531:27866(+)

Ehosphofructokinase (CDS_0041)
CDS_0039

DA ET—

MGV-G-ENOME»O247819 23545:30536(+)
CDS_0039
MG\/*G-ENOME70253066 23533:32675(+)

CDS_0039
CDS 0038 | CDS_0040
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MG\/*G-ENOME70279895 23512:34323(+)

QNA methyltransferase (CDS_0045)
DNA methyltransferase (CDS_0043)
39 4142 44|

MGV-fGENOMEfOQ()éléB 23872:33748(+)
DNA polymerase (CDS_0040)
42 DNA methyltransferase (CDS_0044)
39 41743
MG\/—GENOTAE*OQ54873 22554:31793(+)
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