head protein (CDS_0013) DNA binding protein (CDS_0017)
tail length tape measure protein (CDS_0011) cysH_IV-B_1 (CDS_0021)
minor head protein (CDS_0015) 19 22 25
12 | 14 16 18]20 T 23 24 26endolysin (CDS_0027)

%
I+

A —
MGV-GENOME-0167667 7243:18103(+)

cysH_IV-B_1(CDS_0019)
18
16 17 20

o
=
o
N
~
o
o
~N
N
e
o
S
~
w
W
o

ot
!
l4
|

<
(9]
=
()]
a)
z
[0}
<
m

(+)

cysH_IV-B_1 (CDS_0017)
CDS_0016 CDS_0018

MGV-GENOME-0185332 7200:16821(+)

DNA binding prgtein (CDS_0020)
cysH_IV-B_1 (CDS_0024)

22
16 17 18 19 |21[23 25
I —_— —— [ —
MGV-GENOME-0185513 7212:20759(+)
19 21
16 17 1820 23

<
9)
<
9)
m
z
o
<
m
o
=
N
Nl
~
foe]
X
~
iy
0
Nl
ia
®
X
o
@D

(+)

[N
o

17 181920

o
=
o
o}
©
~
(N}
~
a
%)
©
HY
©
~
o
ES

<
Q
<

(@)
m
z
O
<
m

(+)

CDS_0018
CDS_0017
CDS 0016 | | CDS 0019

MGV-GENOME-0163784 7199:16905(+)

DNA binding protein (CDS_0017)
19
16 | 18] 20

I
‘
H

MGV-GENOME-0158110 7199:16843(+)

CDS_0018
CDS_0017
CDS_0016 | | €DS_.0019

MGV-GENOME-0162647 7199:17411(+)
DNA binding protein (CDS_0017)
21
16 |18 19 20] 22
e e E—— . E——
MGV-GENOME-0167012 7199:18048(+)
20
16 17 1819]

o
=
~
=
w
O
w
~
iy
0
hel
e
©
N
~
w

<
9]
=
()]
m
Z
[0}
<
m

(+)

DNA binding protein (CDS_0016) CDS_0019
CDS_0018
DS_0017

(@]
—
w
~
0
fos]
~
~
iy
0
0
1N
o
~N
@©
jos)

;
n{

<
[9)]
x
()]
m
z
[}
<
m

(+)

-
©
5

%8
N
[

16 17

<
Q
5
(9}
m
z
o
<
m
o
=
~
N
O
~
®
~
=
<o
N
Y
0
o
)
@

(+)

CDS_0018
CDS_0016 CDS 0017 | CDS.0019

MGV-GENOME-0169364 7199:18384(+)
CDS_0016 CDS_0017

MGV-GENOME-0155532 7198:16500(+)

18
16 17[1920

<
9]
<
(9]
m
Z
o
<
m
o
=
0
0
%)
N
a
~
-
)
0
i
o
©
N
=

(+)

CDS_0017
CDS_0016 CDS 0018

o
=
(%
o~
o]
wW
N
~
N
=
[N
N
o~
o~
o~
[

<
9)
<

(9)
m
z
[©)
<
m

(+)

DNA binding protein (CDS_0017)
CDS_0016]  CDS 0018

<
(9)
*
(a)
m
=
o
<
m
o
=
o
N
N
w
N
~
iy
)
N}
R
N
o
%)
N}

(+)

19
16 17 1812021

(@]
_
o~
~
w1
N
o~
~N
N
g
o
i
~
w
W
hirg

k<
(9]
=
()]
m
z
[}
<
m

(+)

18
16 171920

(@]
=
~
o
@
o~
©
~N
N
e
N
.
~
£

<
Q
<

(9]
i
z
o
<
m

(+)

DNA binding protein (CDS_0017)
19
16 | 18]2021

<
9)
<
%)
m
z
o
<
m
o
=
N
)
~N
(&)
r
~N
N
=
=
i
~
N
o
~

3
‘
I
‘ —
‘

(+)

17 19
16 [18] 20

MGV-GENOME-0161938 7199:16930(+)

20
16 17 18192122

<
Q
s
(9]
m
z
O
<
m
o
=
N
0
%)
o
o
~
~
%)
©
HES
%)
~
=
0

(+)

19
16 17 18 12021

o
—
o~
N
N
N
0
~
i
0
~0
=
~
@
o
W

<
(9]
S
()]
m
z
o
<
m

(+)

16 17 1819 20

<
9]
=
()]
m
Z
[}
<
m

o
=
o
[oN
S}
W
X
~N
N
=
=
=
N
0
N
o

(+)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0018)
DNA binding protein (CDS_0019)
‘ 21

16 17 202223

o . (+)——

c

<
oQ

w
foe]
N
o
=
~N
N
=
N
N
o
o
o
=

-

o]

N

o

16 17 9]

o
=
o
[oN
)
N
o
~
i
@
N
i
~
~
N
®

<
(9]
=
()]
m
z
[}
<
m

(+)

19
16 17 1812021

(@]
—
fes)
e
3
~N
N
—
N
1N
@©
o~
o~
o

<
(9]
=
()]
m
z
[}
<
m

(+)

19
16 1718] 20 25

c
<
5
0
©
G
~
IN
~
iy
)
0
[
~
~
iy
o

(+

<
9)
<

(@)
m
z
o
<
m

o
=
~
[eN
0
~
o
~
i
0
~0
=
0
W
Nej
[l

(+)

DNA binding protein (CDS_0018)
16 17 19 20

<
(9)
<
(a)
m
z
o
<
m
[}
=
~
N
IN)
o
w
~
=
~O
N
=
)
~
@Q
&

(+)

DNA binding protein (CDS_0019)
20
17 18 | [21

=
o

o
=
5
[N
N
~
N
g
[N
N
~O
g
[N
@

A
i
I
—
|
|
i

<
(9]
S
()]
m
Z
o
<
m

(+)

transposase (CDS_0021)
19 24
16 17 1820 22 23T2§ 26

|
\
%

MGV-GENOME-0180177 7199:19962(+)

DNA binding protein (CDS_0019)
21
16 17 18 202223

!H

AR —
MGV-GENOME-0182493 7200:20255(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0018)
21 26
16 17 1920] 22 23 ZiZSTZJ 28

!

O —
MGV-GENOME-0193481 7199:22106(+)

DNA binding protein (CDS_0021)
minor head protein (CDS_0015)
transposase (CDS_0020)
18 ‘ 23
10 1617 [19 222425 28

-
4‘0—4

uvig 176594 6664:18727(+)

phosphoadenosine phosphosulfate reductase (CDS_0018)
DNA binding protein (CDS_0016)
20
minor head protein (CDS_0015) |17 ‘ 19[ 21

l“

| A —
MGV-GENOME-0161254 6663:16818(+)
transposase (CDS_0020)

17
1@ 22 24
15 16 | 19 21 23] 25 26
L 444 v
MGV-GENOME-0168045 6663:17902(+)

LigA (VF1220) (CDS_0022)
16 17 18 19 20 21 23

28
24 25 26 27 [2930

uvig_52650 7199:28381(+)

phosphoadenosine phosphosulfate reductase (CDS_0017)
minor head protein (CDS_0015)
16 18 19

—] —
MGV-GENOME-0157247 6658:16971(+)

minor head protein (CDS_0015)

[t S —
MGV-GENOME-0145547 6677:15433(+)
16 1718 19 2021

MGV-GENOME 0163561 7198:18216(+)
1718 19 2021

A —
MGV-GENOME-0165069 7915:18475(+)

16 17 18 19 20
A — L ] _§ ] I —
MGV-GENOME-0180705 7198:19784(+)
16 17 18 19 2021
e E—— N — e ————— —

R —
MGV-GENOME-0178899 7199:20356(+)
tail length tape measure protein (CDS_0012)

minor head protein (CDS_0016)
CDS_0009 cysH_IV-B_1(CDS_0018)
CDS_0011 | cDs.0017  €DS 0019

— — —
MGV-GENOME-0150558 6037:15884(+)

phosphoadenosine phosphosulfate reductase (CDS_0015)
17
14 | 16[18

— — S —
MGV-GENOME-0139416 6024:14518(+)

CDS.0022  CDS.0024
CDS_0016 CDS_0017 cbs_0023

MGV-GENOME-0187074 7199:17848(+)
CDS.0016

MGV-GENOME-0147536 7198:16858(+)
CDS_0016 CDS_0017

MGV-GENOME-0158395 7199:17832(+)
CDS_0016

MGV-GENOME-0144642 7199:16050(+)
CDS_0016 CDs_0021

MGV-GENOME-0145074 7199:16372(+)
CDS_0016 CDS_0022 CDS_0023

MGV-GENOME-0145661 7199:17007(+)
CDS_0003 CDS_0002 DnaC-like helicase loader (CDS_0001)

uvig 186297 1:8955(-)

8000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function Defence
N —

Virulence AMR
I I




