
MGV-GENOME-0299148 1447:9426(+)

CDS_0002
CDS_0003

Bxa ADP-ribosyl transferase (CDS_0004)
CDS_0005

ADP-ribosylglycohydrolase (CDS_0006)
CDS_0007

CDS_0008
CDS_0009

CDS_0010
CDS_0011

CDS_0012
CDS_0013

MGV-GENOME-0306635 1447:10471(+)

CDS_0008
methyltransferase (CDS_0009)

CDS_0011

uvig_301278 1447:9502(+)

CDS_0007
CDS_0009

CDS_0010 CDS_0015

IMGVR_UViG_3300029619_000247|3300029619|Ga0245131_1000011|162158-216940 1447:9206(+)

CDS_0008 CDS_0009

IMGVR_UViG_3300045988_040733|3300045988|Ga0495776_163541 1447:10428(+)

CDS_0008
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

MGV-GENOME-0342441 1447:11345(+)

CDS_0006
CDS_0009

CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

MGV-GENOME-0359409 1447:11062(+)

CDS_0008
pyrophosphatase (CDS_0009)

Druantia_II__DruM (CDS_0010)

MGV-GENOME-0225386 1447:10917(+)

pyrophosphatase (CDS_0008)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010 CDS_0015

MGV-GENOME-0329535 1447:12005(+)

CDS_0008
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010 CDS_0017

MGV-GENOME-0327768 1447:12003(+)

CDS_0008
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

uvig_280352 1447:12017(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0300556 1447:12000(+)

CDS_0008 Druantia_II__DruM (CDS_0009) CDS_0016

MGV-GENOME-0278540 1447:12007(+)

pyrophosphatase (CDS_0008) Druantia_II__DruM (CDS_0009)

MGV-GENOME-0346092 1447:10913(+)

CDS_0008 Druantia_II__DruM (CDS_0009)

uvig_279111 1447:10040(+)

pyrophosphatase (CDS_0008) Druantia_II__DruM (CDS_0009)

IMGVR_UViG_3300045988_044688|3300045988|Ga0495776_093821 1447:12003(+)

pyrophosphatase (CDS_0008)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

MGV-GENOME-0357423 1447:12001(+)

pyrophosphatase (CDS_0008)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

MGV-GENOME-0333132 1447:10866(+)

CDS_0008
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

MGV-GENOME-0339489 1447:11174(+)

CDS_0008
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

MGV-GENOME-0210847 1447:12414(+)

pyrophosphatase (CDS_0008)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010 CDS_0017 CDS_0018

IMGVR_UViG_3300045988_050826|3300045988|Ga0495776_151907 1:11997(+)

CDS_0001
Bxa ADP-ribosyl transferase (CDS_0004)

Bxa ADP-ribosyl transferase (CDS_0005)
pyrophosphatase (CDS_0009)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

IMGVR_UViG_3300029852_000370|3300029852|Ga0245291_100167|44377-100551 1:11986(+)

Bxa ADP-ribosyl transferase (CDS_0004) pyrophosphatase (CDS_0009) Druantia_II__DruM (CDS_0010)

MGV-GENOME-0326091 1447:10835(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0291623 1447:11038(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011 CDS_0016

MGV-GENOME-0328698 1447:11045(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0303986 1447:10854(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0222373 1534:11024(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0316597 1447:10758(+)

CDS_0007
CDS_0008

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0009)

CDS_0010

MGV-GENOME-0241011 1447:10781(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

uvig_444266_ 1447:15069(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)
DNA methyltransferase (CDS_0011)

tail length tape measure protein (CDS_0018)
CDS_0019

MGV-GENOME-0326183 1447:10831(+)

CDS_0008
CDS_0009

Druantia_II__DruM (CDS_0010)

MGV-GENOME-0238758 1447:11034(+)

CDS_0008
CDS_0009

Druantia_II__DruM (CDS_0010)

IMGVR_UViG_3300045988_047779|3300045988|Ga0495776_003377 1447:10546(+)

CDS_0007
CDS_0008

Druantia_II__DruM (CDS_0009)

MGV-GENOME-0210465 1447:10563(+)

CDS_0008
CDS_0009

Druantia_II__DruM (CDS_0010)

MGV-GENOME-0206026 1447:10777(+)

CDS_0008
CDS_0009

Druantia_II__DruM (CDS_0010)

MGV-GENOME-0284289 1447:10834(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0283946 1447:11048(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0347018 1447:11038(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

MGV-GENOME-0228837 1447:10785(+)

CDS_0008
CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0364388 1447:10970(+)

CDS_0003
CDS_0008

CDS_0009

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

IMGVR_UViG_2617271033_000005|2617271033|2617329403|55229-111856 1447:11042(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12

MGV-GENOME-0328357 1447:11333(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12

IMGVR_UViG_3300045988_015271|3300045988|Ga0495776_164232 1447:11331(+)

CDS_0008
CDS_0009

CDS_0010
Druantia_II__DruM (CDS_0011)

IMGVR_UViG_3300029410_000007|3300029410|Ga0242843_100523 1447:11123(+)

CDS_0004
CDS_0009

CDS_0010
Druantia_II__DruM (CDS_0011)

IMGVR_UViG_3300045988_035317|3300045988|Ga0495776_171565 1447:11328(+)

CDS_0009
CDS_0010

Druantia_II__DruM (CDS_0011)

IMGVR_UViG_3300029750_000200|3300029750|Ga0242832_100283|20413-77419 1447:11125(+)

CDS_0009
CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

IMGVR_UViG_2515154067_000007|2515154067|2515160500|85739-146483 1447:11326(+)

CDS_0009
CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

uvig_62783 1447:11184(+)

CDS_0009
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

MGV-GENOME-0311315 1447:11184(+)

CDS_0009
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0010)

CDS_0011

uvig_506626 1:11251(+)

Bxa ADP-ribosyl transferase (CDS_0004)
CDS_0009

CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

uvig_549573 1:10831(+)

CDS_0009
CDS_0010

Druantia_II__DruM (CDS_0011)

MGV-GENOME-0298023 1:11039(+)

CDS_0009
CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

uvig_426649 1:11276(+)

CDS_0003
CDS_0009

CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

MGV-GENOME-0312856 1:11276(+)

CDS_0009
CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

IMGVR_UViG_3300045988_058027|3300045988|Ga0495776_164460 1:11303(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14

MGV-GENOME-0207408 1447:12377(+)

CDS_0008
CDS_0009

Druantia_II__DruM (CDS_0010) CDS_0017
CDS_0018

MGV-GENOME-0258334 1447:11444(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

uvig_361327 1447:11323(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0208239 1447:12355(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0289005 1447:11450(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0285984 1447:11450(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0321859 1447:11720(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13 18

MGV-GENOME-4403340 1447:12959(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0213562 1447:12912(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0214994 1447:11392(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

IMGVR_UViG_3300045988_017984|3300045988|Ga0495776_151642 1447:11655(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0211973 1447:12611(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012) CDS_0019

MGV-GENOME-0214566 1447:13097(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0248937 1447:11711(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

IMGVR_UViG_3300045988_028225|3300045988|Ga0495776_158391 1447:11448(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

IMGVR_UViG_3300045988_016668|3300045988|Ga0495776_151491 1447:11657(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

uvig_533830 1447:11186(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0224790 1447:11186(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0287817 1534:11446(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

uvig_360000 1447:11670(+)

10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14

MGV-GENOME-0314311 1447:11670(+)

10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14

IMGVR_UViG_3300045988_039065|3300045988|Ga0495776_163261 1447:11445(+)

CDS_0010

CDS_0011
CDS_0012

Druantia_II__DruM (CDS_0013)

IMGVR_UViG_3300045988_050789|3300045988|Ga0495776_026876 1447:11153(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12

MGV-GENOME-0303277 1447:11156(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12

uvig_451658 1447:11151(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

DNA methyltransferase (CDS_0012)

uvig_384493 1447:11456(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

IMGVR_UViG_3300007109_000347|3300007109|Ga0102633_100013|47272-104184 1447:11164(+)

CDS_0008

CDS_0009
CDS_0010

Druantia_II__DruM (CDS_0011)

MGV-GENOME-0344000 1447:12181(+)

CDS_0009

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

CDS_0015

MGV-GENOME-0231719 1:10079(+)

CDS_0007
CDS_0008

CDS_0010 Druantia_II__DruM (CDS_0012)

MGV-GENOME-0370777 1:10270(+)

CDS_0007 CDS_0008

IMGVR_UViG_3300045988_027809|3300045988|Ga0495776_160456 1447:13298(+)

4 9 10 11 12
Druantia_II__DruM (CDS_0013)

14 19

MGV-GENOME-0291811 1447:13298(+)

9 10 11 12
Druantia_II__DruM (CDS_0013)

14 18

MGV-GENOME-0329423 1447:11572(+)

9 10 1112
Druantia_II__DruM (CDS_0013)

14

MGV-GENOME-0296336 1447:12642(+)

9 10 11 12
Druantia_II__DruM (CDS_0013)

14

MGV-GENOME-0212987 1447:12921(+)

9 10 11 12
Druantia_II__DruM (CDS_0013)

14

MGV-GENOME-0328090 1447:12647(+)

9 10 11 12
Druantia_II__DruM (CDS_0013)

14 15

IMGVR_UViG_3300045988_046362|3300045988|Ga0495776_057442 1447:12929(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0303753 1447:12646(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0228928 1447:12953(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0302829 1447:12652(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0220600 1447:14288(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0331157 1447:12947(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0313864 1447:12933(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0328001 1447:12931(+)

9 10 11 12
Druantia_II__DruM (CDS_0013)

14

MGV-GENOME-0237314 1447:11557(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

MGV-GENOME-0320670 1447:12650(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

IMGVR_UViG_3300045988_047821|3300045988|Ga0495776_164409 1447:12640(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

IMGVR_UViG_3300045988_035346|3300045988|Ga0495776_152274 1447:13299(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15

IMGVR_UViG_3300045988_037000|3300045988|Ga0495776_158052 1447:12564(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12 13

MGV-GENOME-0212839 1447:13285(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14 15 21

MGV-GENOME-0212829 1447:13283(+)

9 10 11 12
Druantia_II__DruM (CDS_0013)

14 15

IMGVR_UViG_3300045988_044897|3300045988|Ga0495776_169406 1447:12552(+)

7 8 9
Druantia_II__DruM (CDS_0010)

11 15 16

IMGVR_UViG_3300045988_033893|3300045988|Ga0495776_169307 3335:12079(+)

10 11 12 13 methyltransferase (CDS_0014)

MGV-GENOME-0290863 3335:11783(+)

9 10 11 12 methyltransferase (CDS_0013)

MGV-GENOME-0321526 3335:11520(+)

9 10 11 12 13

MGV-GENOME-0227186 3335:12750(+)

9 10 11 12 methyltransferase (CDS_0013)

MGV-GENOME-0327997 3335:12049(+)

9 10 11 12 13

MGV-GENOME-0285826 3335:11783(+)

9 10 11 12 methyltransferase (CDS_0013)

MGV-GENOME-0214750 3335:11519(+)

9 10 11 12
DNA methyltransferase (CDS_0013)

14

IMGVR_UViG_3300045988_049274|3300045988|Ga0495776_141857 3335:11782(+)

9 10 11 12 13 14

MGV-GENOME-0324337 1447:11783(+)

7 9 10 11 12 13

MGV-GENOME-0288260 1447:11520(+)

Bxa ADP-ribosyl transferase (CDS_0005) 10 11 12 13 methyltransferase (CDS_0014)

MGV-GENOME-0210189 3335:12731(+)

9 10 11 12 DNA methyltransferase (CDS_0013)

uvig_527005 3190:12382(+)

9 10 11 12
methyltransferase (CDS_0013)

18

MGV-GENOME-0208844 1447:12382(+)

9 10 11 12 DNA methyltransferase (CDS_0013)

IMGVR_UViG_3300045988_090745|3300045988|Ga0495776_090890 6736:13375(+)

CDS_0007

tRNA splicing ligase (CDS_0009)

CDS_0010
CDS_0012

CDS_0013
Druantia_II__DruM (CDS_0014)

IMGVR_UViG_3300014949_000182|3300014949|Ga0134402_100128|333-55108 6780:13554(+)

CDS_0012
CDS_0013

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)

CDS_0015

uvig_400984 3335:11438(+)

CDS_0010
CDS_0011

CDS_0012
Druantia_II__DruM (CDS_0013)

uvig_489865_ 3623:11680(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

DNA methyltransferase (CDS_0014)

MGV-GENOME-0330136 3335:11701(+)

CDS_0009
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013 CDS_0018

MGV-GENOME-0322615 3335:11569(+)

CDS_0011
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

IMGVR_UViG_3300045988_050874|3300045988|Ga0495776_164121 3335:11416(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0308475 3335:11432(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

IMGVR_UViG_3300000273_000269|3300000273|EM039_1015021|73935-135601 3335:11646(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0215414 5989:11158(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0213773 3335:11157(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

IMGVR_UViG_3300045988_032225|3300045988|Ga0495776_158118 5989:11421(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0256931 3335:11426(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

IMGVR_UViG_3300045988_016954|3300045988|Ga0495776_057414 3335:11728(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013 CDS_0018

uvig_536270 31386:36567(-)

CDS_0045

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0046)

CDS_0047
CDS_0048

MGV-GENOME-0256925 5989:11038(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0344755 5990:11302(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0211979 3336:11038(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0269888 3335:11300(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0282545 3335:11302(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

MGV-GENOME-0334702 3335:11089(+)

CDS_0010
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

IMGVR_UViG_3300045988_030799|3300045988|Ga0495776_004709 3335:10206(+)

CDS_0010
CDS_0011

MGV-GENOME-0335981 3335:11420(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0340018 3335:11415(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0310658 3335:11415(+)

CDS_0007 CDS_0008
CDS_0011

CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0290711 3335:11624(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0281252 3335:11416(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0223250 3335:11153(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0370113 5989:11423(+)

CDS_0011
CDS_0012

Druantia_II__DruM (CDS_0013)

MGV-GENOME-0303376 3335:11353(+)

CDS_0009
CDS_0010

Druantia_II__DruM (CDS_0011)

IMGVR_UViG_3300029424_000011|3300029424|Ga0243789_1000331 3335:12030(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

CDS_0017

uvig_432179 3335:12775(+)

10 11 12 13 14 Druantia_II__DruM (CDS_0015)

MGV-GENOME-0210703 3335:12416(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0212856 3335:12806(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

MGV-GENOME-0329942 3335:11680(+)

CDS_0010
CDS_0011

Druantia_II__DruM (CDS_0012)

uvig_529189 3335:11154(+)

CDS_0010
CDS_0011DISARM_2__drmMII (CDS_0012)

uvig_441204_ 3335:11471(+)

CDS_0010
CDS_0011 DISARM_2__drmMII (CDS_0012)

MGV-GENOME-4427458 3335:11302(+)

CDS_0010
CDS_0011

DISARM_2__drmMII (CDS_0012)

MGV-GENOME-0350396 3335:11632(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0285007 3335:11430(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0208249 3335:11976(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0226400 3335:11155(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0226524 3335:10884(+)

CDS_0009
CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

MGV-GENOME-0226316 5988:11155(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0281804 5989:11425(+)

CDS_0011
CDS_0012

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

CDS_0014

MGV-GENOME-0208347 3335:12250(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

uvig_162800 5989:12835(+)

CDS_0013
CDS_0014

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0015)

DNA methyltransferase (CDS_0016)

MGV-GENOME-0311546 3335:12555(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013

MGV-GENOME-0283363 3335:11684(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

CDS_0013 CDS_0018

uvig_447663 1447:11761(+)

CDS_0010
CDS_0011

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

DNA methyltransferase (CDS_0013)

MGV-GENOME-0357050 1447:11416(+)

9
10

11 12

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14

IMGVR_UViG_2936823745_000013|2936823745|2936823940|102383-160351 3049:11833(+)

9 10 11 12
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0013)

14

MGV-GENOME-0304631 3049:11554(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

IMGVR_UViG_3300045988_046344|3300045988|Ga0495776_160289 3335:11682(+)

10 11
12

13

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)

15

IMGVR_UViG_2922340784_000006|2922340784|2922340931|111533-172987 3049:11837(+)

9 10 11 12 Druantia_II__DruM (CDS_0013)

IMGVR_UViG_3300045988_042326|3300045988|Ga0495776_168954 3049:11562(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0327611 3049:11580(+)

9 10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13

MGV-GENOME-0284654 3049:11564(+)

CDS_0009
CDS_0010

CDS_0011
Druantia_II__DruM (CDS_0012)

MGV-GENOME-0318531 3335:11938(+)

10 11 12 13
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)

15

uvig_528816 3335:16012(+)

10 11 12 13 14 15 16 17 1819 20
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0021)

22

IMGVR_UViG_3300014544_000004|3300014544|Ga0134429_100125 1447:10900(+)

ADP-ribosylglycohydrolase (CDS_0006)
CDS_0009

CDS_0010

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

CDS_0012

MGV-GENOME-0365520 3335:12193(+)

10 11 12 13 Druantia_II__DruM (CDS_0014) 20

IMGVR_UViG_3300045988_035829|3300045988|Ga0495776_188797 3049:11975(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12

MGV-GENOME-4427142 3049:11770(+)

8 9 10
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0011)

12

IMGVR_UViG_3300045988_027436|3300045988|Ga0495776_188803 3049:11977(+)

CDS_0008
CDS_0009

CDS_0010
Druantia_II__DruM (CDS_0011)

MGV-GENOME-0213807 3335:11281(+)

10 1112 13 14 15

MGV-GENOME-4432995 3335:11543(+)

10 1112 13 14 15

IMGVR_UViG_2718217776_000002|2718217776|2718227933|740698-801747 3335:12173(+)

11 1213 14
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0015)

16

MGV-GENOME-0346404 3335:11863(+)

10 1112 13
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)

15

IMGVR_UViG_3300029700_000230|3300029700|Ga0245207_100046|178359-234049 3335:11473(+)

CDS_0010
CDS_0011

CDS_0012

Druantia_II__DruM (CDS_0013)

MGV-GENOME-0325889 3623:11772(+)

7 11 12 13
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)

15

MGV-GENOME-0304967 3321:11737(+)

11 12 13
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0014)

15

IMGVR_UViG_3300045988_061389|3300045988|Ga0495776_176929 3335:11767(+)

CDS_0010
CDS_0011

CDS_0012

Druantia_II__DruM (CDS_0013)

MGV-GENOME-0303270 3049:12063(+)

CDS_0009

CDS_0010
CDS_0011

CDS_0012
CDS_0014 CDS_0015

MGV-GENOME-0271148 1447:10681(+)

CDS_0009
CDS_0011

CDS_0012

MGV-GENOME-0209932 1447:10635(+)

Bxa ADP-ribosyl transferase (CDS_0004) CDS_0010 CDS_0011
CDS_0015

CDS_0016

MGV-GENOME-0368740 1447:10898(+)

CDS_0010 CDS_0011

IMGVR_UViG_3300045988_035848|3300045988|Ga0495776_150401 3335:15240(+)

transcriptional regulator (CDS_0005) CDS_0006
CDS_0007

CDS_0008 CDS_0009
pyrophosphatase (CDS_0012)

Druantia_II__DruM (CDS_0013)

IMGVR_UViG_3300045988_055320|3300045988|Ga0495776_150381 3335:13606(+)

10 11
Druantia_II__DruM (CDS_0012)

13 14 15

MGV-GENOME-0315085 3335:13574(+)

10 11
Druantia_II__DruM (CDS_0012)

13 14 15

IMGVR_UViG_3300045988_035844|3300045988|Ga0495776_164352 3335:13302(+)

10 11
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0012)

13 14 15 16

MGV-GENOME-0333308 3623:12885(+)

10 11 12
Druantia_II__DruM (CDS_0013)

14 15

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence


