virulence associated (CDS_0049)  transcriptional regulator (CDS_0055)  transcriptional regulator (CDS_0060)

acetyltransferase (CDS_0050) dUTPase (CDS_0058) secreted protein (CDS_0062)
4 | 51 52 53 54 56 57 59 | 61 63 64 65 66 67

IMGVR_UVIG_2576861072_000005|2576861072]2576867195[1567709-1613792 39404:46082(+)
CDS_0060

IMGVR_UViG_2684622577_000001|2684622577|2684629985 40307:42304(+)

nucleotide kinase (CDS_0050)
45 46 47 48 51 52 53 54 55 56 secreted protein (CDS_0058)

5#

IMGVR_UViG_2687453453_000006|2687453453|2687454092|2081243-2125571 37797:43858(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0054)
50 51 52
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IMGVR_UViG_2603879690_000005|2603879690|2603886156|84827-129155 37797:43858(+)
CDS_0050 CDS_0051 CDS_0052

IMGVR_UViG_2568526476_000005|2568526476|2568573735|82216-124902 36577:42216(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0045)
CDS_0044
CDS_0043 | CDS_0046

é#

IMGVR_UViG_2590828692_000006|2590828692|2590866520(29048-67471 32151:37953(+)

CDS_0052
CDS_0051 | CDS 0053

IMGVR_UViG_2593338787_000003|2593338787|2593350068|98250-142059 37780:43340(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0052)
CDS_0051
CDS_OOSOT CDS_0053 CDS_0057 CDS_0058

B D

L

IMGVR_UViG_2706794646_000005|2706794646|2706817965|47394-92101 37628:44238(+)
CDS_0051 CDS_0052

IMGVR_UViG_2878006504_000004|2878006504|2878006504(1950861-1993935 37348:42605(+)
nucleotide kinase (CDS_0049)  CDS_0051

CDS_0050| CDS_0052

IMGVR_UViG_2571042656_000008|2571042656|2571135779(8625-49275 34665:40180(+)

CDS_0052 CDS_0055
CDS_0051 | CDS 0053 CDS_0056

IMGVR_UViG_2923375015_000001|2923375015|2923375015|587046-632938 39438:45423(+)

CDS_0052
CDS 0051 | CDS.0053 CDS 0054

IMGVR_UViG_2603880002_000003|2603880002|2603897540|95349-140065 38394:44247(+)
CDS_0052 CDS_0053

U

IMGVR_UViG_2909355819_000001|2909355819/2909355819(1013874-1059933 39396:45590(+)

CDS_0053
CDS_0052 | CDS.0054

IMGVR_UViG_2558860615_000006|2558860615|2558895742|607031-651218 38140:43718(+)
CDS_0051 CDS_0052

IMGVR_UViG_2851990616_000004|2851990616]2851990616|2443400-2487914 38399:44044(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0052)
CDS_0051
metal-dependent hydrolase (CDS_0044) CDS_0048 CDS 0050 | CDS_0053

g#

oot B

IMGVR_UViG_2648501115_000002|2648501115|2648502213|80466-126746 38734:45811(+)

CDS_0049
CDS_0048 | CDS.0050 CDS 0051

TemPhD_cluster_49707 34322:40608(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0053)
CDS_0052
CDS 0051 | CDS 0054

g#

IMGVR_UViG_2571042018_000003|2571042018|2571044147|94199-138915 37908:44247(+)

acetyltransferase (CDS_0050)
48 49 51 52 53 54 55 56

IMGVR_UViG_2698536554_000004|2698536554/2698568852(145806-190606 36264:44330(+)

acetyltransferase (CDS_0050)
48 49 51 52 53

IMGVR_UViG_2531839161_000007|2531839161|2531870415|53159-97329 36263:43700(+)

acetyltransferase (CDS_0050)
virulence associated (CDS_0049) 51 52 53 54 nucleoside triphosphate pyrophosphohydrolase (CDS_0055)

IMGVR_UViG_648231717_000004|648231717|648231718|2036523-2079768 35479:42775(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0052)
CDS_0050 CDS_0057
CDS_0049 | CDS_0051 CDS_0056

IMGVR_UViG_2593338544_000004|2593338544|2593340029|1192-56201 48096:54539(+)

CDS_0049
CDS_0048
CDS.0047 | CDS_0050

IMGVR_UViG_2590828758_000004|2590828758|2590869495[136-53570 46520:52964(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0049)
45 46 47 48 50

IMGVR_UViG_2700989389_000001|2700989389|2701045860|81500-122379 34142:40410(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0053)
virulence associated (CDS_0049)
acetyltransferase (CDS_0051)
50 52 56

NC_048657.1 36262:42516(+)

CDS_0048
CDS_0046 CDS_0047 CDS_0049

IMGVR_UViG_2734482440_000001|2734482440(2734639118|47202-87231 33423:39559(+)
39 40 41 42 43

IMGVR_UViG_2590828331_000007|2590828331|2590847358|81990-120610 31501:38151(+)
48 49 50 51 52

IMGVR_UViG_2568526315_000003|2568526315]2568563557|83011-126757 36627:43277(+)

CDS_0051
CDS_0049 CDS_0050 CDS_0052

IMGVR_UViG_2639763096_000004|2639763096|2639840900|81722-126827 38083:44635(+)

acetyltransferase (CDS_0048)
CDS_0046 CDS_0047 CDS_0049

IMGVR_UViG_2667528010_000004|2667528010/2667602026|81454-126467 37565:44543(+)
49 50 51 52 53 54

IMGVR_UViG_2875750394_000001|2875750394|2875750394|722697-766902 36451:43735(+)

virulence associated (CDS_0047)
48 49 50
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IMGVR_UViG_2913208352_000004|2913208352|2913208352|2528247-2572096 36095:43379(+)
52 53 54 55
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IMGVR_UViG_2695420695_000003|2695420695|2695469512|47358-92355 37626:44527(+)

acetyltransferase (CDS_0050)
CDS_0048 CDS_0049 CDS_0051 CDS_0054

NC_048713.1 36100:42733(+)

CDS_0051
CDS_0045 CDS_0049 CDS_0050 CDS_0052

IMGVR _UViG_2690315951_000006|2690315951]2690322745[1556298-1600259 36858:43491(+)
DnaD-like helicase loader (CDS_0041) 42 46 47 48 49 50

IMGVR_UViG_2603879997_000004|2603879997(2603897444(53410-94336 33321:40456(+)

nucleotide kinase (CDS_0050)
49 51 52 53 54 55 58

IMGVR_UViG_2603879913_000009|2603879913]2603894049(86295-131451 37126:45155(+)

nucleotide kinase (CDS_0050)
49 51 52 53 54 55

IMGVR_UVIG_2684622797_000004|2684622797|2684647249|13165-58321 37126:44686(+)

nucleotide kinase (CDS_0052)
CDS_0053

;#

IMGVR_UViG_2568526184_000003|2568526184/2568553481|90390-133476 37626:42617(+)

CDS_0048
CDS_0049
CDS_0047 CDS_0050

IMGVR_UViG_2590828393_000006|2590828393|2590850452|64517-104739 34236:39752(+)

nucleotide kinase (CDS_0053)
CDS_0054 CDS_0055

IMGVR_UViG_2568526540_000006|2568526540|2568577028(87996-132369 38387:43904(+)
nucleotide kinase (CDS_0052) 53 54 55 56

IMGVR_UViG_2590828510_000008|2590828510]2590855852(68821-112432 37626:43610(+)
47 52 53 54 55 56 57 58
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nucleotide kinase (CDS_0050)
48 49 51 52 53

IMGVR_UVIG_2574179967_000007|257417996712574198523|81209-122756 35076:41078(+)

nucleotide kinase (CDS_0045)
44 | 46 47 48
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virulence associated (CDS_0049) 50 51 52

w
w

IMGVR_UViG_2593338815_000007|2593338815|2593351237|78025-121711 37361:43217(+)

acetyltransferase (CDS_0044)
virulence associated (CDS_0043) 45 46 47 48

i#

IMGVR_UViG_2703718940_000006|2703718940|2703752541|47302-85768 31783:37997(+)

acetyltransferase (CDS_0049)
Na/K ATPase (CDS_0052)

virulence associated (CDS_0048) 50 51 53
s O N/ N SO O N O O S 0 W 0, N e WOV
NC_028775.1 36339:42531(+)
acetyltransferase (CDS_0049) 50 51 52 53

IMGVR_UViG_2593338515_000005|2593338515|2593339080|149277-193320 37360:43574(+)

acetyltransferase (CDS_0054)
nucleotide kinase (CDS_0052) 53 55 56 57 58

i#

IMGVR_UViG_2576861211_000007|2576861211|2576877215(69717-113900 37623:43713(+)

acetyltransferase (CDS_0052)
virulence associated (CDS_0051) 53 54 55 56

IMGVR_UViG_2571042866_000004|2571042866]2571154056|1236814-1280574 37459:43290(+)

acetyltransferase (CDS_0050)
dUTPase (CDS_0053)
virulence associated (CDS_0049) 51 52 54
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#

IMGVR_UViG_637000280_000006|637000280|637000499|2084486-2128530 36875:43575(+)

dUTPase (CDS_0057)
acetyltransferase (CDS_0054) 55 56 58
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TemPhD_cluster_46946 44554:50335(+)
45 acetyltransferase (CDS_0050) 51 52 58]

(%3
s

IMGVR_UViG_2576861350_000003|2576861350|2576884573|83899-127920 36874:43552(+)

acetyltransferase (CDS_0046)
dUTPase (CDS_0049)
virulence associated (CDS_0045) 47 48 50
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uvig 393255 31202:37847(+)

acetyltransferase (CDS_0050)
virulence associated (CDS_0049) 51 52 53
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IMGVR_UViG_2593338694 000005|2593338694|2593346189|53333-97210 37361:43876(+)
virulence associated (CDS_0049) 50 51 52 53
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CDS_0054 CDS_0056
CDS_0052 ~€CDS_0055 dUTPase (CDS_0057)

IMGVR_UViG_637000274_000005|637000274|637000093]2124201-2171668 39759:46998(+)

CDS_0047 CDS_0049
DS_0048 CDS_0050

ol
|

IMGVR_UViG_2603879682_000007|2603879682|2603885982(915211-958251 36453:42570(+)

CDS.0050 CDS_0052
~€DS_0051 Na/K ATPase (CDS_0053)

NC_048710.1 36832:43033(+)

CDS_0048
CDS_0047 transposase (CDS_0049)  Na/K ATPase (CDS_0050)

NC_023499.1 35636:42436(+)

CDS_0040 CDS_0042
“€DS_0041 Na/K ATPase (CDS_0043)

uvig 117244 30455:36181(+)
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49 50 51 52 53
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s

IMGVR_UViG_2734482420_000005|2734482420|2734636516|54308-98374 36913:43597(+)
CDS_0044 CDS_0047 CDS_0050 CDS_0051

IMGVR_UViG_2603879784_000003|2603879784|2603889611|855297-898126 37046:42828(+)

acetyltransferase (CDS_0034) nucleoside triphosphate pyrophosphohydrolase (CDS_0036)
[ cDs 0035 |

TemPhD_cluster_51654 27038:33627(+)

CDS_0053
RinB-like transcriptional activator (CDS_0052) |  CDS_0054 CDS_0001

TemPhD_cluster_31530 43290:1662(+)

transcriptional regulator (CDS_0058)
virulence associated (CDS_0050) 51 52 53 54 55 56 57 59 60

;#

IMGVR_UVIG_2724679477_000004|272467947712724736632|48515-93317 37182:44801(+)

transcriptional regulator (CDS_0057)
virulence associated (CDS_0050) 51 52 53 54 55 56 58 59

;#

IMGVR_UViG_2724679476_000002|2724679476|2724736603|50146-94928 37161:44781(+)

transcriptional regulator (CDS_0052)
dUTPase (CDS_0051)
| 53 54

w
o

IMGVR_UViG_2675903618_000004|2675903618|2675995956|48506-91803 37161:43296(+)

virulence associated (CDS_0046)
47 48 49 50

;#

IMGVR_UViG_2695420581_000001|2695420581|2695450081|31447-73548 36630:42100(+)

virulence associated (CDS_0041)
42 43 44 45

;#

IMGVR_UViG_2660238103_000005|2660238103|2660263258|3-38455 32981:38451(+)

CDS_0059
CDS_0058 CDS_0060

IMGVR_UViG_2537561707_000006|2537561707|2537583744|2-53913 48683:53910(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0049)

CDS_0048 CDS_0050
TemPhD_cluster_49250 36082:42559(+)
CDS_0054
CDS_0052 CDS_0053 CDS_0055
IMGVR_UViG_2588254166_000004|2588254166|2588308775(45077-91152 40432:46074(+)

dUTPase (CDS_0050)
48 49 51 52 53
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dUTPase (CDS_0056)
nucleotide kinase (CDS_0052) 53 54 55 57 58 59 60
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dUTPase (CDS_0051)

45 46 47 48 49 50 52 53
IMGVR_UViG_2826539780_000003|2826539780|2826539782|47402-89990 34885:42587(+)
virulence associated (CDS_0046) dUTPase (CDS_0051)

45 47 48 49 50 52 53
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