
IMGVR_UViG_2558860615_000006|2558860615|2558895742|607031-651218 25783:34295(+)

CDS_0026

FS_Sma__Sma (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033

anti-repressor Ant (CDS_0034)

CDS_0035
CDS_0036

anti-repressor (CDS_0037)

CDS_0038
CDS_0039

CDS_0040

CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_2603880008_000008|2603880008|2603897777|9538-55799 28487:38914(+)

CDS_0036

anti-repressor Ant (CDS_0037)
CDS_0038

CDS_0039 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0046)

IMGVR_UViG_2593338904_000007|2593338904|2593353155|21273-64718 25721:35838(+)

CDS_0033

anti-repressor Ant (CDS_0034)
CDS_0035

CDS_0036
CDS_0038

CDS_0039

IMGVR_UViG_2851996291_000003|2851996291|2851996291|1364046-1411269 28500:39269(+)

CDS_0035

anti-repressor Ant (CDS_0036)
CDS_0037

CDS_0038
CDS_0040

CDS_0041

CDS_0043 CDS_0046

NC_048657.1 23169:35563(+)

SCIN (VF0425) (CDS_0023) CDS_0031

anti-repressor Ant (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_2675903618_000004|2675903618|2675995956|48506-91803 25695:36462(+)

CDS_0033

anti-repressor Ant (CDS_0034)
CDS_0035

CDS_0036

IMGVR_UViG_2602041740_000004|2602041740|2602077823|88362-132404 27537:37357(+)

CDS_0035

anti-repressor Ant (CDS_0036)
CDS_0037

CDS_0038

TemPhD_cluster_60995 23114:34545(+)

CDS_0032

anti-repressor Ant (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_2571042773_000008|2571042773|2571146520|81474-124194 26849:32889(+)

CDS_0034

anti-repressor Ant (CDS_0035)
CDS_0036

CDS_0037
CDS_0040

IMGVR_UViG_2590828733_000008|2590828733|2590868454|87993-131039 25156:33215(+)

antitoxin mazE-like (CDS_0027)
CDS_0033

anti-repressor Ant (CDS_0034)
CDS_0035

CDS_0036

IMGVR_UViG_3300001148_000017|3300001148|More10kbN_1001590 23113:32632(+)

CDS_0032

anti-repressor Ant (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_2603880042_000007|2603880042|2603898942|3-38538 20644:28704(+)

CDS_0029

anti-repressor Ant (CDS_0030)
CDS_0031

CDS_0032

IMGVR_UViG_2603879575_000004|2603879575|2603882252|465827-508953 24817:33295(+)

CDS_0027

GtrB-like O-antigen conversion (CDS_0028)

CDS_0034

anti-repressor Ant (CDS_0035)
CDS_0036

CDS_0037

IMGVR_UViG_2558860571_000008|2558860571|2558894804|133-41338 23311:31374(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_2571042547_000007|2571042547|2571126606|21011-64628 25721:33786(+)

CDS_0033

anti-repressor Ant (CDS_0034)

CDS_0035
CDS_0036

CDS_0038

CDS_0039

IMGVR_UViG_2582581127_000002|2582581127|2582686588|143523-187135 25720:33781(+)

CDS_0031
CDS_0032

CDS_0034

CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_2568526348_000004|2568526348|2568566335|3-45425 27531:37816(+)

CDS_0035

anti-repressor Ant (CDS_0036)
CDS_0037

CDS_0038 CDS_0045

IMGVR_UViG_2590828131_000010|2590828131|2590836914|67674-111287 25721:36006(+)

CDS_0033

anti-repressor Ant (CDS_0034)
CDS_0035

CDS_0036
CDS_0040

IMGVR_UViG_2603879684_000004|2603879684|2603886030|90388-131099 21980:30880(+)

CHIPS (VF0424) (CDS_0023)
CDS_0025 CDS_0031

anti-repressor Ant (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_2713896825_000004|2713896825|2713912116|13062-56782 25024:33237(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_2671180929_000001|2671180929|2671293932 22418:32244(+)

CDS_0031
CDS_0032

CDS_0033

IMGVR_UViG_2534681950_000007|2534681950|2534764733|13075-57405 25741:33954(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_2563366767_000008|2563366767|2563389294|13060-55075 23617:34199(+)

CDS_0030
CDS_0031

CDS_0032

IMGVR_UViG_2878006504_000004|2878006504|2878006504|1950861-1993935 26990:36649(+)

32

anti-repressor Ant (CDS_0033)
35

36
37

38 39

IMGVR_UViG_2609460283_000007|2609460283|2609558844|977-43571 23600:34332(+)

Beta-hemolysin (VF0002) (CDS_0025)

FS_Sma__Sma (CDS_0027)

Retron_VI__HTH (CDS_0032)
CDS_0033

CDS_0034

TemPhD_cluster_60781 21613:33528(+)

endolysin (CDS_0022)

Retron_VI__HTH (CDS_0030)
CDS_0031

CDS_0032

IMGVR_UViG_645951803_000008|645951803|645962259|13057-57039 23599:35722(+)

Beta-hemolysin (VF0002) (CDS_0025)
Retron_VI__HTH (CDS_0032)

CDS_0033
CDS_0034

IMGVR_UViG_2684622630_000001|2684622630|2684634931|615381-659006 22418:34885(+)

CDS_0024 Retron_VI__HTH (CDS_0031)
CDS_0032

CDS_0033

IMGVR_UViG_2734482431_000004|2734482431|2734637876|340-46746 28646:35922(+)

Retron_VI__HTH (CDS_0035)
CDS_0036

CDS_0037

IMGVR_UViG_2897386730_000004|2897386730|2897386730|2074866-2120164 27538:37038(+)

Retron_VI__HTH (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_2593338544_000004|2593338544|2593340029|1192-56201 23114:46484(+)

CDS_0025 Retron_VI__HTH (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_2590828758_000004|2590828758|2590869495|136-53570 21592:44908(+)

Retron_VI__HTH (CDS_0030)
CDS_0031

CDS_0032

IMGVR_UViG_2909330783_000004|2909330783|2909330783|2007551-2051550 23131:35258(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_648231717_000004|648231717|648231718|2036523-2079768 23118:34344(+)

antitoxin mazE-like (CDS_0027)

Retron_VI__HTH (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_2734482440_000001|2734482440|2734639118|47202-87231 20665:31802(+)

endolysin (CDS_0021)

Retron_VI__HTH (CDS_0029)
CDS_0030

CDS_0031

TemPhD_cluster_34773 32205:42209(+)

Retron_VI__HTH (CDS_0036)
CDS_0037

CDS_0038 CDS_0044

IMGVR_UViG_2588254166_000004|2588254166|2588308775|45077-91152 29159:38811(+)

Retron_VI__HTH (CDS_0035)
CDS_0036

CDS_0037

IMGVR_UViG_2909355819_000001|2909355819|2909355819|1013874-1059933 27769:35551(+)

Retron_VI__HTH (CDS_0034)
CDS_0035

CDS_0036

IMGVR_UViG_2663762615_000003|2663762615|2663764509|532305-575942 24329:33771(+)

AbiD__AbiD (CDS_0028)

Retron_VI__HTH (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_2734482420_000005|2734482420|2734636516|54308-98374 27466:36700(+)

CDS_0033
CDS_0036

CDS_0037

IMGVR_UViG_2690315761_000003|2690315761|2690320397|47386-91052 27400:37026(+)

CDS_0036 CDS_0037 metal-dependent hydrolase (CDS_0042)

IMGVR_UViG_2547132179_000002|2547132179|2547173699|10061-57127 29134:38806(+)

lipoprotein (CDS_0031)
CDS_0035

CDS_0036
CDS_0037

IMGVR_UViG_2826512724_000003|2826512724|2826512726|79945-122534 26122:34673(+)

CI-like repressor (CDS_0027)

CDS_0028
CDS_0033

CDS_0034

NC_048710.1 28896:36619(+)

CDS_0037 CDS_0038

IMGVR_UViG_2609460019_000010|2609460019|2609514627|66416-108725 29284:35415(+)

CDS_0034
CDS_0035

IMGVR_UViG_2700989389_000001|2700989389|2701045860|81500-122379 21715:32521(+)

CDS_0027
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0029)

CDS_0030

IMGVR_UViG_2537561700_000006|2537561700|2537583040 27912:37907(+)

CDS_0032

DNA polymerase exonuclease subunit (CDS_0033)

transcriptional repressor (CDS_0035)
transcriptional regulator (CDS_0036)

CDS_0037

IMGVR_UViG_2593338922_000004|2593338922|2593353615|1171753-1215798 23136:36663(+)

transcriptional repressor (CDS_0032)
33

34
35

anti-repressor (CDS_0036)
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38

IMGVR_UViG_2571042494_000004|2571042494|2571116948|704521-748564 27762:36661(+)

CDS_0029

transcriptional repressor (CDS_0032)
transcriptional regulator (CDS_0033)

CDS_0034
CDS_0036

CDS_0037

IMGVR_UViG_2593338808_000008|2593338808|2593350967|53497-97539 27762:36660(+)

CDS_0035 CDS_0036

IMGVR_UViG_2590828719_000006|2590828719|2590867849|71484-116449 27762:37583(+)

363738
39

40

IMGVR_UViG_2703718940_000006|2703718940|2703752541|47302-85768 22185:31084(+)

CDS_0030 CDS_0031

IMGVR_UViG_2671180721_000005|2671180721|2671267343|81748-125788 27762:36658(+)

CDS_0036

IMGVR_UViG_2593338973_000005|2593338973|2593354719|172968-217012 27762:36662(+)

CDS_0033
CDS_0036 CDS_0037

IMGVR_UViG_2571042503_000005|2571042503|2571117584|2016392-2060436 27762:36662(+)

transcriptional repressor (CDS_0031)
CDS_0036 CDS_0037

IMGVR_UViG_2690315771_000005|2690315771|2690320486|47362-91405 27762:36661(+)

Retron_VI__HTH (CDS_0032)
CDS_0036 CDS_0037

IMGVR_UViG_2593338819_000005|2593338819|2593351323|81980-126025 29444:36663(+)

CDS_0037 CDS_0038

IMGVR_UViG_2939190472_000003|2939190472|2939190472|1961996-2005123 27467:36157(+)

CDS_0035

IMGVR_UViG_2568526737_000005|2568526737|2568596006|81949-125990 27761:37357(+)

CDS_0036 CDS_0037
CDS_0041

endonuclease (CDS_0042)

IMGVR_UViG_2690315734_000006|2690315734|2690319744|2274479-2318522 27761:37359(+)

CDS_0036 CDS_0037
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0041)

CDS_0042

IMGVR_UViG_2609460171_000005|2609460171|2609539716|1930-44574 24358:35967(+)

CDS_0036
CDS_0037 CDS_0039

NC_028775.1 24744:36338(+)

CDS_0034 CDS_0035

TemPhD_cluster_47902 31537:39375(+)

CDS_0041 CDS_0042

IMGVR_UViG_2593338742_000001|2593338742|2593348106 24175:32012(+)

CDS_0032 CDS_0033

IMGVR_UViG_2639763096_000004|2639763096|2639840900|81722-126827 27865:37384(+)

CDS_0036 CDS_0037

IMGVR_UViG_2593339082_000002|2593339082|2593359388|81754-121999 25514:33351(+)

CDS_0032 CDS_0033

IMGVR_UViG_2531839048_000005|2531839048|2531852334|81745-125647 29698:36933(+)

CDS_0038

TemPhD_cluster_49707 26874:34109(+)

CDS_0036

IMGVR_UViG_2606217122_000005|2606217122|2606219784|10704-53760 28689:36085(+)

CDS_0037

IMGVR_UViG_2602041727_000007|2602041727|2602077041|23485-64389 26536:33933(+)

Retron_VI__HTH (CDS_0031)
CDS_0036

IMGVR_UViG_2925947697_000003|2925947697|2925947697|2655102-2701327 28529:36107(+)

Retron_VI__HTH (CDS_0035)
CDS_0036

CDS_0037

IMGVR_UViG_2630968692_000001|2630968692|2631014129|80899-124339 23136:33323(+)

Retron_VI__HTH (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_2571042553_000003|2571042553|2571127010|88756-133720 26185:35134(+)

Retron_VI__HTH (CDS_0036)
transcriptional regulator (CDS_0037)

CDS_0038

IMGVR_UViG_2568526540_000006|2568526540|2568577028|87996-132369 26185:34542(+)

Retron_VI__HTH (CDS_0035)
CDS_0036

CDS_0037

IMGVR_UViG_2558860521_000012|2558860521|2558893704|303342-347710 26182:36762(+)

transcriptional repressor (CDS_0035)
36

37
38

39

IMGVR_UViG_2923375015_000001|2923375015|2923375015|587046-632938 27303:35593(+)

Retron_VI__HTH (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_2593338760_000003|2593338760|2593348865|29048-72106 24862:32941(+)

CDS_0029

Retron_VI__HTH (CDS_0033)
transcriptional regulator (CDS_0034)

CDS_0035
CDS_0038

IMGVR_UViG_2603879798_000006|2603879798|2603889823|253583-299775 28618:36362(+)

CDS_0032
CDS_0033
integrase (CDS_0034)

Na/K ATPase (CDS_0035)

CDS_0036
CDS_0038

transcriptional repressor (CDS_0039)
transcriptional regulator (CDS_0040)

CDS_0041

IMGVR_UViG_2875747581_000005|2875747581|2875747581|2421851-2465427 25742:35818(+)

CDS_0029

Retron_VI__HTH (CDS_0031)

CDS_0032
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_2588253775_000003|2588253775|2588272114|81547-123573 24968:35443(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_2603879682_000007|2603879682|2603885982|915211-958251 25761:36240(+)

CDS_0034 CDS_0035

TemPhD_cluster_42094 23727:33908(+)

30
32

33
34

35 36

9000 nt
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