66 67 68 69 70 7172 73 74 75 76 77 7879 80 81 83 84

--—_.-I—--I'IHH —D

MGV-GENOME-0351543 41906:50500(+)

DNA methyltransferase (CDS_0061)
60 62 63 64 65 66 74

“-_-“-WH — {1

MGV-GENOME-0346850 37307:45619(+)
70 71 72 73 74 7576 77 78 79

---D-ID--I'I-H —0

IMGVR_UViG_3300045988_100038|3300045988|Ga0495776_017343 41531:49981(+)
62 63 64 65 66 67 68 69 70

--—-'—I--“IIUH —

IMGVR_UViG_3300045988_089557|3300045988|Ga0495776_062015 36002:44584(+)

DNA methyltransferase (CDS_0072) 78
71 73 74 7576 77 |79 80 81 8283 90

I--_-II-ID—“IIHH r —15

MGV-GENOME-0351573 41521:50981(+)

68
62 63 64 6566 67 |69 70 71 7273

--—-"-ID—MH O —

IMGVR_UViG_3300045988_099721|3300045988|Ga0495776_118214 38840:48228(+)
68 69 70 717273 74 75 76 77

--—--DII-IIII-H L 1

IMGVR_UViG_3300045988_097551|3300045988|Ga0495776_003712 39192:48121(+)

76
71 72 73 7475

--—-I-II-H r —

IMGVR_UViG_3300045988_102898|3300045988|Ga0495776_118215 42594:50308(+)

DNA methyltransferase (CDS_0066)
67 68 6970 71 72 73 74 75 PhoH-like phosphate starvation-inducible (CDS_0082)

—10

OTU_334 41739:51986(+)

68
65 66 67 T69 70 71 72 79
COEOD—BEDED—00EL O OED

IMGVR_UViG_3300045988_095885|3300045988|Ga0495776_137100 42587:49907(+)

DNA methyltransferase (CDS_0077) 83
70 71 72 73 74 76 78 79 8081 82 T84 85 86 87 88

MGV-GENOME-0353581 43195:50686(+)
CDS_0121 CDS_0122 CDS_0127

i

Norman_95_NODE_2_length_80325_cov_206.628180 77609:3722(+)
CDS_0069 CDS_0070

N —0

IMGVR_UViG_3300045988_103623|3300045988|Ga0495776_100388 42018:47606(+)
CDS_0064 CDS_0065

uvig 392724 38070:40899(+)
CDS_0109 CDS_0110

MGV-GENOME-0347841 71715:74099(+)

CDS 0115
| cps.o116

IMGVR_UViG_3300045988_094154|3300045988|Ga0495776_031567 76762:78456(+)

CDS_0066
| CDS_0067CDS_0068 CDS_0071

i

IMGVR_UViG_3300045988_102248|3300045988|Ga0495776_049079 41810:48868(+)

4000 nt 1

other unknown function



