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B K KK K X i
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IMGVR_UViG_2627854093_000005|2627854093|2627914067|22043-61581 19707:28510(+)

virion structural protein (CDS_0024) CDS_0030
IMGVR_UVIG_2734482528 000007|2734482528|2734656431|139826-178633 19704:27709(+)
CDS_0030

IMGVR_UViG_2671180955_000008|2671180955|2671297643|20571-60134 20037:28306(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0027)
tail assembly chaperone (CDS_0023) CDS_0031
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IMGVR_UViG_2671181014_000002|2671181014|2671304852|43006-82628 20324:29141(+)
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NC_006548.1 20255:28035(+)

tail fiber protein (CDS_0024) CDS_0026
CDS_0025 CDS_0031
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RNA polymerase beta subunit (CDS_0030)
CDS_0027 | HNH endonuclease (CDS_0031)
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IMGVR_UViG_2925725116_000004|2925725116|2925725116|2939998-2979836 19517:28617(+)

RNA polymerase beta subunit (CDS_0029) HNH endonuclease (CDS_0030)
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IMGVR_UViG_2917045514_000002|2917045514|2917045514|2542495-2581228 19517:28000(+)

RNA polymerase beta subunit (CDS_0028) HNH endonuclease (CDS_0029)
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IMGVR _UViG_2571042902_000003|2571042902|2571156360[12764-51619 19517:27629(+)
DNA methyltransferase (CDS_0026) CDS_0027 CDS_0031 CDS_0036
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IMGVR_UViG_2864903489_000005|2864903489|2864903493|44729-85524 20037:31541(+)

CDS_0031 Mu Gam-like end protection (CDS_0032)
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IMGVR_UViG_2888714733 000002|2888714733|2888714765|8051-46479 19734:28578(+)
CDS_0028 CDS_0032 Mu Gam-like end protection (CDS_0033)
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CDS_0029 Mu Gam-like end protection (CDS_0030)

P ) ) e 10, G U G S O G G O G —

IMGVR_UViG_2568526052_000003|2568526052|2568544774|137378-176451 19751:29150(+)

CDS_0030 Mu Gam-like end protection (CDS_0031)
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IMGVR_UVIG_2579778887_000004|2579778887|2579828161|311162-350053 20111:29020(+)

CDS_0030 unknown function (CDS_0032)
- €DS_0031
IMGVR _UViG_2609459975_000002|2609459975|2609510967(519195-558811 19713:29351(+)
CDS_0030 unknown function (CDS_0032)
~€DS 0031

IMGVR_UViG_2609459975_000005|2609459975|2609510975|577801-617253 19713:29705(+)
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