
IMGVR_UViG_2938983465_000005|2938983465|2938983465|3831664-3871882 23347:29304(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

CDS_0035
CDS_0036

CDS_0037

unknown function (CDS_0038)

CDS_0039
CDS_0040

CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_2681813132_000002|2681813132|2681857504|1610189-1652756 22919:30713(+)

CDS_0028 CDS_0029 CDS_0033

IMGVR_UViG_2923159863_000002|2923159863|2923159863|1411772-1455516 37211:41960(-)

CDS_0052CDS_0053CDS_0057CDS_0058

IMGVR_UViG_2627854093_000005|2627854093|2627914067|22043-61581 19707:28510(+)

tail protein (CDS_0023) CDS_0024 CDS_0026 CDS_0030 CDS_0034

IMGVR_UViG_2734482528_000007|2734482528|2734656431|139826-178633 19704:27709(+)

virion structural protein (CDS_0024) CDS_0030

IMGVR_UViG_2671180955_000008|2671180955|2671297643|20571-60134 20037:28306(+)

CDS_0030

IMGVR_UViG_2671181014_000002|2671181014|2671304852|43006-82628 20324:29141(+)

tail assembly chaperone (CDS_0023)
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0027)

CDS_0031

IMGVR_UViG_2568526231_000004|2568526231|2568558169|673978-712440 20059:27978(+)

CDS_0029

IMGVR_UViG_2912934823_000003|2912934823|2912934823|1506760-1546416 19814:28565(+)

CDS_0029

JX495041.1 19751:28830(+)

CDS_0029

IMGVR_UViG_2579778620_000004|2579778620|2579792285|2068612-2108731 20508:30795(+)

CDS_0028 CDS_0032 CDS_0035 CDS_0038

NC_006548.1 20255:28035(+)

tail fiber protein (CDS_0024) CDS_0029

NC_028667.1 19726:28143(+)

tail fiber protein (CDS_0024)
CDS_0025

CDS_0026
CDS_0031

IMGVR_UViG_2925725116_000004|2925725116|2925725116|2939998-2979836 19517:28617(+)

CDS_0027
RNA polymerase beta subunit (CDS_0030)

HNH endonuclease (CDS_0031)

IMGVR_UViG_2917045514_000002|2917045514|2917045514|2542495-2581228 19517:28000(+)

RNA polymerase beta subunit (CDS_0029) HNH endonuclease (CDS_0030)

IMGVR_UViG_2571042902_000003|2571042902|2571156360|12764-51619 19517:27629(+)

RNA polymerase beta subunit (CDS_0028) HNH endonuclease (CDS_0029)

IMGVR_UViG_2864903489_000005|2864903489|2864903493|44729-85524 20037:31541(+)

DNA methyltransferase (CDS_0026) CDS_0027 CDS_0031 CDS_0036

IMGVR_UViG_2888714733_000002|2888714733|2888714765|8051-46479 19734:28578(+)

CDS_0031 Mu Gam-like end protection (CDS_0032)

NC_042135.1 22947:28479(+)

CDS_0028 CDS_0032 Mu Gam-like end protection (CDS_0033)

IMGVR_UViG_2568526052_000003|2568526052|2568544774|137378-176451 19751:29150(+)

CDS_0029 Mu Gam-like end protection (CDS_0030)

IMGVR_UViG_2579778887_000004|2579778887|2579828161|311162-350053 20111:29020(+)

CDS_0030 Mu Gam-like end protection (CDS_0031)

IMGVR_UViG_2609459975_000002|2609459975|2609510967|519195-558811 19713:29351(+)

CDS_0030
CDS_0031

unknown function (CDS_0032)

IMGVR_UViG_2609459975_000005|2609459975|2609510975|577801-617253 19713:29705(+)

CDS_0030
CDS_0031

unknown function (CDS_0032)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function


