transcriptional repressor (CDS_0032)
excisionase (CDS_0029)
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transcriptional repressor (CDS_0031)
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T 29 30 integrase (CDS_0033) 35 36 37 38 3940 4142 43 44 49
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)
SoFic__SoFic (CDS_0033)
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excisionase (CDS_0030) SoFic__SoFic (CDS_0035) 39
31 36 37 38| 40 41

uvig_393119 17833:29310(+)

endolysin (CDS_0029) SoFic__SoFic (CDS_0035) 40
30 32 33 36 37 3839 [4142
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SoFic_SoFic (CDS_0032) 36
33 34 35[37 38
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IMGVR_UViG_3300029814_000007|3300029814|Ga0243410_100442 19704:28632(+)

Hpt (VF0264) (CDS_0034) SoFic_SoFic (CDS_0038) 44
33 35 36 39 40 4142 43 [45 46
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uvig_295665 20411:33013(+)

Rha-like transcriptional regulator (CDS_0033)
excisionase (CDS_0029)
30 31 32 34 35 36 3738 39 40 41 42
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34 35 373839

IMGVR_UViG_3300006678_000021|3300006678|Ga0100058_100409 19025:29097(+)
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transcriptional regulator (CDS_0031)
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transcriptional regulator (CDS_0032)
FS_Sma_Sma (CDS_0031) 33 34 35

uvig 316372 16760:26670(+)
SoFic__SoFic (CDS_0033)35 36 37 38 39 40

uvig_817570 22396:29657(+)
35 36 37 38 39

SRS076926_al ct15275_vsl 22478:28066(+)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
CDS 0034
CDS_0032| | CDS.0035
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0034)
CDS_0033] CDS 0035
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IMGVR_UViG_3300045988_036705|3300045988|Ga0495776_003432 18312:26623(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0034)
33 [35 36 37

uvig 121456 17798:27131(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043)
abortive infection resistance protein (CDS_0040)
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<
5)
<
o
C
<
@)
w
W
o
o
o
=
o
0
o)
©
=
[N
@
Nl
=
o
w
W
o
o
o
g
&
0
©
®
@
©
o
=
N}
%1
~
~
o
=
o
)
N
=
®
N
~
N
[N
o
w
@
~
®
~

I{

. i )

glycopeptide resistance transcriptional lggulator VanU (NF000090.1) (CDS_0034)
abortive infection resistance protein (CDS_0031)
29 323 | 35 36

MGV-GENOME-0232682 17786:26764(+)

glycopeptide resistance transcriptional lgulator VanU (NFO00090.1) (CDS_0040)
abortive infection resistance protein (CDS_0037)
32 33 38 39 | 41 42

I
SAMNO5827227 a1 ct2571 20118:31507(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)
CDS_0037
CDS_0035 | | €DS 0038
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| MGVR?UVIG?3SOOO459887039926|33OOO-45988IGaO4957767003472 22121:27579(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0025)
CDS_0026
tail fiber protein (CDS_0020) CDS_0024 | | CDS_0027

uvig_120459 13144:21688(+)

transcriptional regulator (CDS_0025)
27
tail fiber protein (CDS_0021) 26 Tgs 29 30 31 32

uvig_146697 13181:23540(+)
24 25 endolysin (CDS_0028) 31 32 33 34 35 3637

IMGVR_UViG_3300007347_000005|3300007347|Ga0104340_100180 16755:26327(+)

42
38 39 404143444546 47 48

uvig 579043 24706:31054(+)

SoFic_SoFic (CDS_0037) 41 46
38 39 40[42 43 44 45[4748
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OTU_2885 23998:31589(+)

42
38 39 40 41743 4445 46 47

uvig_461545 26140:33423(+)

42
35 36 39 4041] 43 44 46

IMGVR_UViG_3300008154_000041|3300008154|Ga0114321_1000284 20402:29078(+)

40
33 34 37  3839] 41 42

uvig 577537 19451:27797(+)
34 38 39 40 41 42 43 44 46

uvig_577845 19495:28515(+)

integrase (CDS_0037) 42
34 integrase (CDS_0038) 40 41 | 43 44 45

IMGVR_UViG_3300008362_000024|3300008362|Ga0115107_100270 20064:28366(+)

40
34 35 38 39| 41 42 43 4445

IMGVR_UViG_3300045988_035706|3300045988|Ga0495776_102832 19361:29536(+)

transcriptional regulator (CDS_0034)
CDS_0036
CDS_0031 CDS_0035CDS_0037
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uvig 394884 18552:26926(+)

Retron_VI_HTH (CDS_0037)
metallo-protease (CDS_0035)
38
27 34 36 139 40 41
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IMGVR_UViG_3300045988_070300|3300045988|Ga0495776_084318 19151:29 18_3(+)

transcriptional regulator (CDS_0047)
48 49 50 51 5253 54

uvig_317196 30166:37729(+)

endolysin (CDS_0028) transcriptional regulator (CDS_0033)
27 29 30 34 35 36 37 38

I
uvig_393403 17684:26704(+)

5000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcriptionregulation unknown function
— |

Defence Virulence AMR
N I I



