
MGV-GENOME-0252708 16571:27949(+)

23 24 25 26
endolysin (CDS_0027)

28

excisionase (CDS_0029)

30 31

transcriptional repressor (CDS_0032)

Rha-like transcriptional regulator (CDS_0033)
34 35 36 37 38 39 40 41 42 43 44

45
46 47 48

uvig_60165 18207:31386(+)

excisionase (CDS_0028)
29 30

transcriptional repressor (CDS_0031)
Rha-like transcriptional regulator (CDS_0032)

integrase (CDS_0033)
SoFic__SoFic (CDS_0034)

35 36 37 38 39 40 41 42 43 44 49

TemPhD_cluster_51068 18365:31401(+)

32
SoFic__SoFic (CDS_0035)

36

transcriptional regulator (CDS_0037)

38 39 40 41 42 43 44 45 46

TemPhD_cluster_33394 18208:30372(+)

transcriptional repressor (CDS_0031)
SoFic__SoFic (CDS_0034)

35 36 37 38 39 40 41 42

uvig_296493 18788:30236(+)

excisionase (CDS_0029)
SoFic__SoFic (CDS_0035)

36 37 38 39 40 41 42

MGV-GENOME-0237693 18155:28822(+)

29
SoFic__SoFic (CDS_0033)

34 35 36 37 38 39 40

uvig_244229 19858:31259(+)

32
SoFic__SoFic (CDS_0034)

35 36 37 38 39 40 4142

IMGVR_UViG_3300008090_000021|3300008090|Ga0114309_100260 24827:30804(+)

FS_Sma__Sma (CDS_0036)
CDS_0037

CDS_0038
CDS_0039

CDS_0040
CDS_0041

MGV-GENOME-0267793 26989:32131(+)

40 41 42
43

44 45

MGV-GENOME-0196534 13140:21305(+)

17
tail protein (CDS_0018)

19 20 24 25 26 27 28

IMGVR_UViG_3300006477_000091|3300006477|Ga0100232_100248 29732:37026(+)

SoFic__SoFic (CDS_0041)
42 43 44 45 46 47 48 49

IMGVR_UViG_3300029398_000212|3300029398|Ga0242820_100496|10203-51131 26501:33855(+)

SoFic__SoFic (CDS_0038)
39 40 41 42 43 44 45 46

IMGVR_UViG_3300006477_000189|3300006477|Ga0100232_100248|284-34451 17149:28162(+)

22 23 25 26 27
SoFic__SoFic (CDS_0030)

31 32 33 34 35 36 37 38

MGV-GENOME-0290358 31369:36819(+)

53
transcriptional regulator (CDS_0054)

55 56 57 58

uvig_576349 19564:28185(+)

32 33 34 35 36 37 38 39

IMGVR_UViG_3300014290_000008|3300014290|Ga0134363_100078 17668:27546(+)

abortive infection resistance protein (CDS_0031)
32 33 34 35 36 37 38 39

OTU_2859 19892:29762(+)

abortive infection resistance protein (CDS_0032)

33 34 35
36

37 38 39 40

uvig_542392 19486:28056(+)

32
AbiD__AbiD (CDS_0034)

35 36 37 38 39 40

uvig_315296 18566:27894(+)

31 33
transcriptional regulator (CDS_0034)

35 36 37 38 39 40 41

uvig_121617 18407:25497(+)

excisionase (CDS_0031)
32 33 34

35
36 37 38 39 40

SAMEA2579910_a1_ct2875_vs1 19386:31418(+)

36 37 38
Retron_VI__HTH (CDS_0039)

40 41 42 43 44 45 46

IMGVR_UViG_3300029070_000043|3300029070|Ga0169176_10038|61553-99102 19082:30018(+)

35
metallo-protease (CDS_0036)

37

Retron_VI__HTH (CDS_0038)

39 40 41 42 43 44 45

uvig_115393 19082:29791(+)

35 36 37
Retron_VI__HTH (CDS_0038)

39 40 41 42 43 44 45

IMGVR_UViG_3300008159_000019|3300008159|Ga0114019_1000168 19082:30025(+)

SoFic__SoFic (CDS_0035)
36 37 38 39 40 41 42

IMGVR_UViG_3300045988_043689|3300045988|Ga0495776_016126 18235:30699(+)

32
SoFic__SoFic (CDS_0035)

36

transcriptional regulator (CDS_0037)

38 39 40 41 42 43
44

45 46
47

48

IMGVR_UViG_3300008493_000037|3300008493|Ga0111009_1000378 16623:28332(+)

excisionase (CDS_0029)
30 31 32

Rha-like transcriptional regulator (CDS_0033)

34 35 36 37 38 39
40

41 42 43

IMGVR_UViG_3300007753_000048|3300007753|Ga0105778_100082 28173:37016(+)

SoFic__SoFic (CDS_0040)
41 42 43 44 45 46 47 48 49 50 51 52

IMGVR_UViG_3300008556_000027|3300008556|Ga0111059_100277 19685:31369(+)

32
SoFic__SoFic (CDS_0034)

35 36 37 38 39 40 41 42 43 44 45 46

uvig_155809 19788:33190(+)

AbiD__AbiD (CDS_0032)
SoFic__SoFic (CDS_0036)

37 38 39 40 4142 43 44 45 46
47

48

MGV-GENOME-0262044 19788:33287(+)

SoFic__SoFic (CDS_0036)
37 38 39 40 4142 43 44 45 46

47
48

IMGVR_UViG_3300008515_000026|3300008515|Ga0115189_1000262 19715:28829(+)

SoFic__SoFic (CDS_0034)
35 36 37

38
39 40

IMGVR_UViG_3300008709_000010|3300008709|Ga0113871_100104 19591:29063(+)

31
SoFic__SoFic (CDS_0033)

34 35

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0036)

37 38 39

IMGVR_UViG_3300008739_000125|3300008739|Ga0114021_100396 19913:28934(+)

SoFic__SoFic (CDS_0033)
34 35 36

37
38 39

IMGVR_UViG_3300045988_051567|3300045988|Ga0495776_161527 19830:27296(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

uvig_393119 17833:29310(+)

excisionase (CDS_0030)
31

SoFic__SoFic (CDS_0035)
36 37 38

39
40 41

TemPhD_cluster_51037 19168:29137(+)

endolysin (CDS_0029)
30 32 33

SoFic__SoFic (CDS_0035)
36 37 38 39

40
41 42

IMGVR_UViG_3300045988_072377|3300045988|Ga0495776_168388 18206:26255(+)

27
excisionase (CDS_0032)

33 34 35 36
37

38 39

IMGVR_UViG_3300029814_000007|3300029814|Ga0243410_100442 19704:28632(+)

SoFic__SoFic (CDS_0032)
33 34 35

36
37 38

uvig_295665 20411:33013(+)

33
Hpt (VF0264) (CDS_0034)

35 36
SoFic__SoFic (CDS_0038)

39 40 41 42 43
44

45 46

IMGVR_UViG_3300029660_000208|3300029660|Ga0242817_100463|9040-45350 16590:29237(+)

excisionase (CDS_0029)
30 31 32

Rha-like transcriptional regulator (CDS_0033)

34 35 36 37 38 39 40 41 42

uvig_191964 17681:28670(+)

excisionase (CDS_0030)
31 32 33 34 35 36 37 38 39 40

uvig_208253 17681:32396(+)

excisionase (CDS_0030)31 32
Hpt (VF0264) (CDS_0033)

34

RelE-like toxin (CDS_0035)

36 37 38 39 40 41 42

MGV-GENOME-0223867 17681:25504(+)

excisionase (CDS_0030)
31 32 33 34

IMGVR_UViG_3300007996_000033|3300007996|Ga0111052_100409 18614:29339(+)

CDS_0027 CDS_0029 CDS_0030

transcriptional regulator (CDS_0034)

CDS_0035
CDS_0036

CDS_0037

IMGVR_UViG_3300006259_000029|3300006259|Ga0099458_100375 27981:32813(+)

39
transcriptional regulator (CDS_0040)

41 42 43

IMGVR_UViG_3300008730_000023|3300008730|Ga0113886_1000148 16758:24136(+)

tail fiber protein (CDS_0024) CDS_0029

transcriptional regulator (CDS_0031)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_028025|3300045988|Ga0495776_003481 18335:26798(+)

29

transcriptional regulator (CDS_0034)

35
36

37 38

SAMN00001775_b1_ct8 18335:26679(+)

transcriptional regulator (CDS_0034)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0234452 18361:26502(+)

CDS_0028 abortive infection resistance protein (CDS_0030)

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300008522_000197|3300008522|Ga0111045_100159 20206:31703(+)

abortive infection resistance protein (CDS_0035)

36

transcriptional regulator (CDS_0037)

38
39

40

IMGVR_UViG_3300008537_000032|3300008537|Ga0111051_100541 22862:27800(+)

CDS_0035

transcriptional regulator (CDS_0037)

CDS_0038
CDS_0039

SRS020334_a1_ct4722_vs1 20461:27305(+)

transcriptional regulator (CDS_0033)

CDS_0034
CDS_0035

MGV-GENOME-0232574 18339:26038(+)

transcriptional regulator (CDS_0033)

CDS_0034
CDS_0035

uvig_318375 18312:25479(+)

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0233411 18312:26650(+)

CDS_0029

transcriptional regulator (CDS_0033)

CDS_0034
CDS_0035

uvig_319459 18312:24761(+)

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

uvig_451662 19246:27754(+)

32 36 37 38 39 40

IMGVR_UViG_3300006748_000009|3300006748|Ga0101800_100260 18315:26663(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300007314_000011|3300007314|Ga0104968_100198 18338:26422(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036

SAMN10080928_a1_ct31529_vs1 19490:27162(+)

CDS_0035
CDS_0036

CDS_0037

OTU_3285 18311:26997(+)

33 34 35 36 37

IMGVR_UViG_3300006678_000021|3300006678|Ga0100058_100409 19025:29097(+)

34 35
transcriptional regulator (CDS_0036)

37 38 39

TemPhD_cluster_37686_ 20228:28862(+)

FS_Sma__Sma (CDS_0033)
antitoxin mazE-like (CDS_0034)

transcriptional regulator (CDS_0036)

37 38 39 40

IMGVR_UViG_3300007125_000460|3300007125|Ga0102700_1000337|10207-44596 18813:27439(+)

PD-T7-4__PD-T7-4 (CDS_0029) CDS_0033
CDS_0034

CDS_0035

CDS_0036

SRS024441_a1_ct14067 18525:25522(+)

CDS_0030 CDS_0034
CDS_0035

IMGVR_UViG_3300045988_056767|3300045988|Ga0495776_001534 16754:25825(+)

31 32 33 34 35

IMGVR_UViG_3300007315_000225|3300007315|Ga0104930_100126|417-33014 16757:25030(+)

transcriptional regulator (CDS_0031)

32 33
34

35

IMGVR_UViG_3300045988_036764|3300045988|Ga0495776_001237 16757:25874(+)

transcriptional regulator (CDS_0031)

3233
34

35

uvig_316372 16760:26670(+)

FS_Sma__Sma (CDS_0031)
transcriptional regulator (CDS_0032)

33 34 35

uvig_317570 22396:29657(+)

SoFic__SoFic (CDS_0033)35 36 37 38 39 40

SRS076926_a1_ct15275_vs1 22478:28066(+)

35 36 37 38 39

IMGVR_UViG_3300008626_000123|3300008626|Ga0111364_100125|17702-53174 20061:29423(+)

31 AbiD__AbiD (CDS_0033) 35 36 37
38

39

MGV-GENOME-0231204 18622:26235(+)

CDS_0032

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_3300014528_000005|3300014528|Ga0169870_100306 18284:26237(+)

CDS_0031

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0032)
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_036705|3300045988|Ga0495776_003432 18312:26623(+)

CDS_0033
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0034)

CDS_0035

uvig_121456 17798:27131(+)

33
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0034)

35 36 37

IMGVR_UViG_3300008748_000030|3300008748|Ga0114085_100300 18649:26197(+)

CDS_0032

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_118916|3300045988|Ga0495776_162418 27416:33787(+)

abortive infection resistance protein (CDS_0040)
41 42

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0043)

44 45

MGV-GENOME-0232682 17786:26764(+)

29
abortive infection resistance protein (CDS_0031)

32 33

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0034)

35 36

SAMN05827227_a1_ct2571 20118:31507(+)

32 33
abortive infection resistance protein (CDS_0037)

38 39

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0040)

41 42

IMGVR_UViG_3300045988_039926|3300045988|Ga0495776_003472 22121:27579(+)

CDS_0035

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0036)
CDS_0037

CDS_0038

uvig_120459 13144:21688(+)

tail fiber protein (CDS_0020) CDS_0024

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0025)
CDS_0026

CDS_0027

uvig_146697 13181:23540(+)

tail fiber protein (CDS_0021)

transcriptional regulator (CDS_0025)

26
27

28 29 30 31 32

IMGVR_UViG_3300007347_000005|3300007347|Ga0104340_100180 16755:26327(+)

24 25 endolysin (CDS_0028) 31 32 33 34 35 36 37

uvig_579043 24706:31054(+)

38 39 40 41
42

43 44 45 46 47 48

OTU_2885 23998:31589(+)

SoFic__SoFic (CDS_0037)
38 39 40

41
42 43 44 45

46
47 48

uvig_461545 26140:33423(+)

38 39 40 41
42

43 44 45 46 47

IMGVR_UViG_3300008154_000041|3300008154|Ga0114321_1000284 20402:29078(+)

35 36 39 4041
42

43 44 46

uvig_577537 19451:27797(+)

33 34 37 3839
40

41 42

uvig_577845 19495:28515(+)

34 38 39 40 41 42 43 44 46

IMGVR_UViG_3300008362_000024|3300008362|Ga0115107_100270 20064:28366(+)

34
integrase (CDS_0037)

integrase (CDS_0038) 40 41
42

43 44 45

IMGVR_UViG_3300045988_035706|3300045988|Ga0495776_102832 19361:29536(+)

34 35 38 39
40

41 42 43 44 45

uvig_394884 18552:26926(+)

CDS_0031

transcriptional regulator (CDS_0034)

CDS_0035
CDS_0036

CDS_0037

IMGVR_UViG_3300045988_070300|3300045988|Ga0495776_084318 19151:29183(+)

27 34

metallo-protease (CDS_0035)

36

Retron_VI__HTH (CDS_0037)

38
39 40 41

uvig_317196 30166:37729(+)

transcriptional regulator (CDS_0047)
48 49 50 51 52 53 54

uvig_393403 17684:26704(+)

27
endolysin (CDS_0028)

29 30
transcriptional regulator (CDS_0033)

34 35 36 37 38

5000 nt
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