
uvig_584956 37558:45762(+)

DNA helicase (CDS_0058)

Holliday junction resolvase (CDS_0059)
CDS_0060

CDS_0061
CDS_0062

CDS_0063

CDS_0064
CDS_0065

CDS_0066

DNA methyltransferase (CDS_0067)

CDS_0068
CDS_0069

CDS_0070
DNA methyltransferase (CDS_0071)

CDS_0072

uvig_588233 31843:38667(+)

CDS_0058 CDS_0060

IMGVR_UViG_3300045988_135914|3300045988|Ga0495776_149021 39397:45272(+)

CDS_0065
CDS_0066

CDS_0067

uvig_586173 38492:46369(+)

CDS_0064 Druantia_II__DruM (CDS_0069)
CDS_0071

CDS_0072
CDS_0073

uvig_97653 43517:51507(+)

Druantia_II__DruM (CDS_0065)

SAMN11252274_a1_ct152351_vs1 36431:43030(+)

CDS_0065
CDS_0066

CDS_0067

uvig_384150 37080:45857(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0062) CDS_0067 CDS_0068

uvig_217973 36779:44678(+)

CDS_0061
Bxa ADP-ribosyl transferase (CDS_0065)

CDS_0066
CDS_0067

MGV-GENOME-0272120 32138:40679(+)

CDS_0052 CDS_0053

IMGVR_UViG_3300045988_116627|3300045988|Ga0495776_179791 36191:45468(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0060) CDS_0061

MGV-GENOME-0276788 30999:40276(+)

Druantia_II__DruM (CDS_0050) CDS_0051

uvig_464543 28930:38059(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0047)
CDS_0050

uvig_481497 36273:41633(+)

Druantia_II__DruM (CDS_0058)

uvig_90414 34103:42201(+)

Druantia_II__DruM (CDS_0058) CDS_0059

uvig_588515 34634:38641(+)

CDS_0063

IMGVR_UViG_3300045988_156416|3300045988|Ga0495776_117485 37342:41418(+)

CDS_0063

IMGVR_UViG_3300045988_079511|3300045988|Ga0495776_159206 36823:41215(+)

CDS_0060

MGV-GENOME-0316278 43057:48892(+)

Druantia_II__DruM (CDS_0064) CDS_0066

uvig_475852 34205:40953(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0058)
CDS_0060 CDS_0061 CDS_0063 CDS_0064

IMGVR_UViG_3300029579_000237|3300029579|Ga0244893_100075|31889-77583 36284:41453(+)

Druantia_II__DruM (CDS_0064) CDS_0065

uvig_437451 31351:37067(+)

Druantia_II__DruM (CDS_0050) CDS_0051

IMGVR_UViG_3300029549_000011|3300029549|Ga0244894_100586 37252:42524(+)

DISARM_2__drmMII (CDS_0066)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0067)

CDS_0068

uvig_248069 37252:42429(+)

DNA methyltransferase (CDS_0066)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0067)

CDS_0068

IMGVR_UViG_3300045988_129544|3300045988|Ga0495776_014081 36683:44314(+)

DISARM_2__drmMII (CDS_0064) CDS_0069
CDS_0070

CDS_0071

SAMEA2580048_a1_ct87610_vs1 35507:43418(+)

Druantia_II__DruM (CDS_0058)

MGV-GENOME-0274694 33811:41153(+)

54 55 56 57 58 59 60

uvig_232234 37798:45513(+)

CDS_0061
transcriptional repressor (CDS_0063)

CDS_0064 CDS_0065

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence


