CDS_0038

CDS_0035 CDS_0039
excisionase (CDS_0031) CDS_0034 CDs_ooe,f)Ji CDS_0041
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IMGVR_UViG_2687453454_000002|2687453454|2687454096|2222672-2274446 25963:34339(+)
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uvig_115413 18350:25420(+)
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IMGVR_UViG_2778261168_000004|2778261168|2778287271|34073-83533 27637:34341(+)
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CDS_0031 replication initiation O-like (CDS_0037)
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IMGVR_UViG_2700989535_000003|2700989535|2701090656|69161-119577 26255:34872(+)
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IMGVR_UViG_2778261422_000003|2778261422|2778309283|69290-118558 25901:34487(+)
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transposase (CDS_0029) transposase (CDS_0031) CDS_0036
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IMGVR_UViG_2925886489_000004|2925886489|2925886489|3515687-3569627 26109:36950(+)
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IMGVR_UViG_2667528108_000001|2667528108|2667613203|14662-62550 26433:34571(+)

replication initiation O-like (CDS_0037)

CDS_0031 DnaD-like helicase loader (CDS_0036)

IMGVR_UViG_2531839450_000014|2531839450|2531899166|25524-75850 25917:34489(+)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function



