
IMGVR_UViG_3300045988_063549|3300045988|Ga0495776_165905 41201:44389(+)

CDS_0058
CDS_0059

CDS_0060

CDS_0061

CDS_0062
CDS_0063

CDS_0064
CDS_0065

CDS_0066

uvig_255524 39465:42698(+)

CDS_0063 CDS_0064

uvig_251607 39902:43241(+)

CDS_0067

uvig_410677 31233:34424(+)

CDS_0055

uvig_319906 40278:43373(+)

CDS_0060 CDS_0067

MGV-GENOME-0300775 39949:43225(+)

CDS_0065 CDS_0066

uvig_304205 38662:41673(+)

CDS_0063

uvig_595868 39775:43233(+)

CDS_0060 CDS_0065 CDS_0066

IMGVR_UViG_3300007222_000006|3300007222|Ga0104061_100652 39242:42586(+)

CDS_0063

MGV-GENOME-0317640 39265:41774(+)

CDS_0064

MGV-GENOME-0284150 37056:39506(+)

CDS_0059

MGV-GENOME-0300960 37596:41694(+)

DNA primase (CDS_0053) CDS_0059

MGV-GENOME-0297739 38846:42369(+)

CDS_0054
CDS_0055 CDS_0061

MGV-GENOME-0296318 38617:42459(+)

CDS_0056 CDS_0061

MGV-GENOME-0321307 42449:47485(+)

CDS_0061 CDS_0067

MGV-GENOME-0303648 39207:42695(+)

CDS_0063
CDS_0064

IMGVR_UViG_3300045988_091044|3300045988|Ga0495776_006782 36589:43141(+)

DNA primase/helicase (CDS_0052)
CDS_0053CDS_0054 CDS_0059 CDS_0060

IMGVR_UViG_3300045988_072238|3300045988|Ga0495776_097683 35817:42054(+)

CDS_0057 CDS_0058

MGV-GENOME-0298065 35914:42551(+)

CDS_0058
CDS_0059

CDS_0060

MGV-GENOME-4423214 37031:43394(+)

CDS_0054
CDS_0059

CDS_0060
CDS_0061

IMGVR_UViG_3300045988_068016|3300045988|Ga0495776_015307 36558:42798(+)

CDS_0057

uvig_47180 35056:41877(+)

CDS_0049 CDS_0054 CDS_0057 CDS_0058

IMGVR_UViG_3300029615_000378|3300029615|Ga0245146_100042|43790-92617 38556:44329(+)

CDS_0060
CDS_0061

CDS_0062

uvig_281748 36923:41820(+)

CDS_0059

MGV-GENOME-0293078 34729:39668(+)

CDS_0059

uvig_545227 37674:42634(+)

CDS_0061

uvig_209461 35448:40455(+)

CDS_0059

MGV-GENOME-0348076 38524:41955(+)

CDS_0059
CDS_0061

CDS_0062

uvig_248171 38081:43020(+)

CDS_0061

uvig_269762 39455:44344(+)

CDS_0064 CDS_0066

MGV-GENOME-0295612 39272:42096(+)

CDS_0061

MGV-GENOME-0278519 34882:38182(+)

CDS_0054

MGV-GENOME-0299058 39465:42690(+)

CDS_0062

uvig_458444_ 33575:36890(+)

CDS_0055

uvig_183444 42472:45745(+)

CDS_0069

uvig_580290 38193:42754(+)

CDS_0057 CDS_0063

MGV-GENOME-0302530 40716:43867(+)

CDS_0060 CDS_0066

MGV-GENOME-0294217 38574:41602(+)

CDS_0060

IMGVR_UViG_3300045988_077768|3300045988|Ga0495776_012779 37871:1647(+)

CDS_0001CDS_0062 CDS_0064
CDS_0065

CDS_0066 CDS_0067
CDS_0068

CDS_0069

MGV-GENOME-0296139 35340:41890(+)

CDS_0056
CDS_0057

CDS_0058

MGV-GENOME-0255600 140:7472(-)

CDS_0007
CDS_0008

CDS_0009
HNH endonuclease (CDS_0015)

MGV-GENOME-0299898 35975:42771(+)

CDS_0055
CDS_0056

CDS_0057

uvig_186984 37578:42653(+)

CDS_0062 CDS_0063

IMGVR_UViG_3300045988_061402|3300045988|Ga0495776_092857 38515:41557(+)

CDS_0061

uvig_597452 39129:1710(+)

CDS_0064 CDS_0066 CDS_0067
CDS_0068

CDS_0069 CDS_0070

MGV-GENOME-0305092 40965:46898(+)

65 66 67 68 69 70 71 72

MGV-GENOME-0280145 36258:42073(+)

57 61 62 63 64 65 66 67

uvig_265771 39669:45758(+)

64 66 67 68 69 70 71 72

uvig_162477 41219:47130(+)

65 66 67 68 69 70 71

IMGVR_UViG_3300029853_000243|3300029853|Ga0245292_100078|66-46573 40451:46507(+)

66 67 68 69 70 71 72 73

MGV-GENOME-0301266 40678:46806(+)

65 67 68 69 70 71 72 73

MGV-GENOME-0264910 32932:39125(+)

59 60 61 62 63 64 65

MGV-GENOME-0247196 30363:36088(+)

52 53 54 55 56 57

IMGVR_UViG_3300045988_066492|3300045988|Ga0495776_106155 40203:46309(+)

64 65 66 67 68 69 70 71

IMGVR_UViG_3300045988_084338|3300045988|Ga0495776_177791 41594:47492(+)

66 67 68 69 70 71 72

MGV-GENOME-0298346 40038:45996(+)

64 65 66 67 68 69 70

MGV-GENOME-0185196 19180:25468(+)

39 40 41 42 43 44 45 46

MGV-GENOME-0258052 32014:37925(+)

55 56 57 58 59 60 61

MGV-GENOME-0267837 33945:39686(+)

54 55 56 57 58 59

uvig_380922 40326:46169(+)

67 68 69 70 71 72 73

uvig_191913 24706:30115(+)

45 46 47 48 49 50

MGV-GENOME-0298786 40197:46116(+)

66 67 68 69 70 71

IMGVR_UViG_3300045988_185112|3300045988|Ga0495776_150577|212-45831 39532:45619(+)

64 65 66 67 68 69 70 71

IMGVR_UViG_3300045988_063499|3300045988|Ga0495776_110265 35622:41425(+)

55 56 57 58 59 60 61

MGV-GENOME-0298342 40324:45997(+)

66 67 68 69 70 71 72

uvig_41601 35103:40756(+)

56 57 58 59 60 61

uvig_209306 41067:47002(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0327982 44021:49958(+)

69 70 71 72 73 74 75 76 77

MGV-GENOME-0298742 40443:46289(+)

67 68 69 70 71 72 73 74

IMGVR_UViG_3300045988_082420|3300045988|Ga0495776_177567 39440:45537(+)

64 65 66 67 68 69 70 71 72

IMGVR_UViG_3300045988_087208|3300045988|Ga0495776_098049 40084:45773(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0277797 35813:41791(+)

58 59 60 61 62 63 64 65

IMGVR_UViG_3300045988_041874|3300045988|Ga0495776_139462 37476:43607(+)

63 64 65 66 67 68 69 70

MGV-GENOME-0287012 37476:43607(+)

63 64 65 66 67 68 69 70

uvig_566725 46623:52854(+)

73 74 75 76 77 78 79 80

IMGVR_UViG_3300029561_000006|3300029561|Ga0244853_100484 41398:47485(+)

65 66 67 68 69 70 71 72

MGV-GENOME-0334197 40309:45956(+)

64 65 66 67 68 69

MGV-GENOME-0296560 39877:45577(+)

65 66 67 68 69 70 71 72

MGV-GENOME-0193061 21728:26572(+)

41 42 43 44 45

IMGVR_UViG_3300045988_109941|3300045988|Ga0495776_161693 41332:46762(+)

67 68 69 70 71 72

uvig_302468 38077:43533(+)

66 67 68 69 70

MGV-GENOME-0203607 22665:28612(+)

42 43 44 45 46 47 48

IMGVR_UViG_3300045988_080826|3300045988|Ga0495776_098543 40372:46164(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0297568 39979:46001(+)

63 64 65 66 67 68 69 70

IMGVR_UViG_3300045988_062429|3300045988|Ga0495776_097700 39526:45673(+)

62 63 64 65 66 67 68 69

MGV-GENOME-0211018 24305:29924(+)

46 47 48 49 50 51 52 53

MGV-GENOME-0276277 35676:41296(+)

58 59 60 61 62 63 64

MGV-GENOME-0297728 40073:45851(+)

66 67 68 69 70 71 72

MGV-GENOME-0251275 31370:36759(+)

57 58 59 60 61 62

MGV-GENOME-0175357 199:3902(-)

CDS_0001

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0175508 19895:23634(+)

CDS_0036 CDS_0038
CDS_0039

CDS_0040

CDS_0041

MGV-GENOME-0168950 1:4399(-)

CDS_0001CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0296990 40113:45670(+)

65 66 67 68 69 70

uvig_554851 40693:47048(+)

66 67 68 69 70 71 72

uvig_3855 43588:49678(+)

67 68 69 70 71 72

MGV-GENOME-0198211 2:5594(-)

1234567

MGV-GENOME-0297426 39230:45842(+)

57 63 64 65 66 67 68 69

MGV-GENOME-4380370 8:3673(-)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0180694 298:3909(-)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0177877 2:3231(-)

CDS_0001
CDS_0002

CDS_0003

MGV-GENOME-0196724 23054:27387(+)

45 46 47 48 49 50

MGV-GENOME-0179810 20132:24256(+)

40 41 42 43 44

uvig_149522 39541:45471(+)

61 62 63 64 65 66

IMGVR_UViG_3300045988_049776|3300045988|Ga0495776_097522 39545:45475(+)

61 62 63 64 65 66

IMGVR_UViG_3300045988_084333|3300045988|Ga0495776_055776 37515:43276(+)

63 64 65 66 67 68 69 70

IMGVR_UViG_3300045988_054882|3300045988|Ga0495776_046467 33321:41294(+)

57 58 59 60 61 62 63 64 65 66 67 68 69 70

uvig_81347 36587:42543(+)

61 62 63 64 65 66
DNA invertase (CDS_0067)

68

uvig_582447 40195:45606(+)

69 70 71 72 73 74

MGV-GENOME-0266010 34163:39387(+)

56 57 58 59 60 61

MGV-GENOME-0297086 37154:42347(+)

62 63 64 65 66 67

IMGVR_UViG_3300045988_095402|3300045988|Ga0495776_097855 40305:45663(+)

66 67 68 69 70 71

MGV-GENOME-0295451 40108:45492(+)

66 67 68 69 70 71 72

MGV-GENOME-0265821 33783:39289(+)

58 59 60 61 62 63 64

IMGVR_UViG_3300045988_060077|3300045988|Ga0495776_132418 38471:44148(+)

57 58 59 60 61 62 63

IMGVR_UViG_3300045988_092489|3300045988|Ga0495776_098399 40304:45891(+)

65 66 67 68 69 70 71

MGV-GENOME-0187360 175:6505(-)

123456789

IMGVR_UViG_3300029785_000411|3300029785|Ga0243763_1000231|8302-56921 43056:48539(+)

68 69 70 71 72

MGV-GENOME-0296788 39471:45715(+)

64 65 66 67 68 69 70

IMGVR_UViG_3300045988_076829|3300045988|Ga0495776_097544 39740:45584(+)

65 66 67 68 69 70 71

MGV-GENOME-0300201 40768:46675(+)

68 69 70 71 72 73 74

IMGVR_UViG_3300045988_066862|3300045988|Ga0495776_117705 40768:46675(+)

68 69 70 71 72 73 74

MGV-GENOME-0296193 39740:45584(+)

65 66 67 68 69 70 71

MGV-GENOME-0302234 41484:47299(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0308972 37454:44246(+)

60 61 62
restriction endonuclease (CDS_0063)

64 65 66 67 68

IMGVR_UViG_3300045988_074714|3300045988|Ga0495776_097531 39855:45587(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0301423 40212:46958(+)

62 63 64
HNH endonuclease (CDS_0065)

66 67 68 69

uvig_59837 41192:47150(+)

66 67 68 69 70 71 72

MGV-GENOME-0289983 38459:44269(+)

62 63 64 65 66 67 68 69

MGV-GENOME-0333350 39729:45515(+)

61 62 63 64 65 66 67 68

IMGVR_UViG_3300006257_000240|3300006257|Ga0099346_100310|3269-51110 41733:47749(+)

68 69 70 71 72 73 74 75

IMGVR_UViG_3300045988_074705|3300045988|Ga0495776_132620 38528:44407(+)

61 62 63 64 65 66 67

IMGVR_UViG_3300029362_000004|3300029362|Ga0243852_1000360 40078:45670(+)

64 65 66 67 68 69 70

uvig_521944 40306:46697(+)

66 67 68
HNH endonuclease (CDS_0069)

70 71 72

MGV-GENOME-0300139 40857:46479(+)

68 69 70 71 72 73 74

IMGVR_UViG_3300045988_061870|3300045988|Ga0495776_117772 40983:46547(+)

68 69 70 71 72 73 74

IMGVR_UViG_3300045988_095602|3300045988|Ga0495776_148027 41147:47766(+)

66 67 68 69 70 71 72 73 74 75

MGV-GENOME-0307869 41147:47766(+)

66 67 68 69 70 71 72 73 74 75

IMGVR_UViG_3300008103_000112|3300008103|Ga0114180_100433 47342:53350(+)

71 72 73 74 75 76 77 78

IMGVR_UViG_3300045988_070392|3300045988|Ga0495776_093270 38827:44812(+)

63 64 65 66 67 68 69 70

IMGVR_UViG_3300035645_000049|3300035645|Ga0134409_00319 39588:45785(+)

66 67 68 69 70 71 72 73

IMGVR_UViG_3300045988_088466|3300045988|Ga0495776_097440 40261:45430(+)

64 65 66 67 68 69

IMGVR_UViG_3300045988_081550|3300045988|Ga0495776_071069 36516:41684(+)

60 61 62 63 64 65

IMGVR_UViG_3300000292_000008|3300000292|EM305_1000194 39141:1710(+)

CDS_0062 CDS_0064
CDS_0065

CDS_0066

IMGVR_UViG_3300045988_071534|3300045988|Ga0495776_097335 40072:47924(+)

66 67 68 69 70 71 72 73 74 75 76 77

IMGVR_UViG_3300045988_069978|3300045988|Ga0495776_097585 39563:45575(+)

64 65 66 67 68 69 70 71

MGV-GENOME-0213748 24687:30428(+)

48 49 50 51 52 53 54 55

MGV-GENOME-0184359 19140:25335(+)

37 38 39 40
HNH endonuclease (CDS_0041)

42 43

IMGVR_UViG_3300045988_078746|3300045988|Ga0495776_137986 38949:45339(+)

63 64 65 66 67 68

MGV-GENOME-0176119 83:3942(-)

12345

MGV-GENOME-0296798 40191:45635(+)

64 65 66 67 68 69 70

MGV-GENOME-0296353 40280:45538(+)

65 66 67 68 69 70

uvig_527324 40280:45538(+)

65 66 67 68 69 70

uvig_282522 57884:64110(+)

78 79 80 81 82 83 84 85

OTU_1417 40100:44452(+)

CDS_0065
CDS_0066

CDS_0067 CDS_0068

IMGVR_UViG_3300045988_095989|3300045988|Ga0495776_098777 39934:46208(+)

65 66 67 68 69 70 71 72 73

MGV-GENOME-0277240 35288:41595(+)

58 59 60 61 62 63 64 65

uvig_168815 23629:30435(+)

42 43 44 45
HNH endonuclease (CDS_0046)

47

DNA invertase (CDS_0048)

49

MGV-GENOME-0303079 40473:47457(+)

65 66 67 68
HNH endonuclease (CDS_0069)

70 71 72

MGV-GENOME-0298569 40199:46144(+)

65 66 67 68 69 70 71

IMGVR_UViG_3300045988_060129|3300045988|Ga0495776_136529 40713:47026(+)

65 66 67 68 69 70 71 72

MGV-GENOME-0276667 34653:40705(+)

58 59 60 61 62 63 64

uvig_112731 40203:46478(+)

62 63 64 65 66 67 68 69

uvig_282834 40240:46282(+)

66 67 68 69 70 71 72

MGV-GENOME-0279028 35693:42035(+)

57 58 59 60 61 62 63 64 65

IMGVR_UViG_3300045988_087606|3300045988|Ga0495776_187709 36802:43176(+)

61 62 63 64 65 66 67 68 69 70

uvig_187614 40172:45571(+)

65 66 67
DNA invertase (CDS_0068)

69

IMGVR_UViG_3300045988_088397|3300045988|Ga0495776_098676 40226:46161(+)

65 66 67 68 69 70 71 72

MGV-GENOME-0298719 39466:46189(+)

64 65 66 67 68 69 70 71 72

IMGVR_UViG_3300045988_124371|3300045988|Ga0495776_114571 45581:52562(+)

67 68 69 70 71 72 73 74 75 76

IMGVR_UViG_3300029734_000260|3300029734|Ga0245168_100330|32303-84064 44611:51681(+)

66 67 68 69 70 71 72 73 74 75

uvig_193730 39822:46946(+)

64 65 66 67 68 69 70 71 72
DNA invertase (CDS_0073)

74

IMGVR_UViG_3300045988_186476|3300045988|Ga0495776_169346|2-49232 41825:49150(+)

66 67 68 69 70 71 72 73 74 75

IMGVR_UViG_3300045988_083487|3300045988|Ga0495776_136595 39941:47063(+)

65 66 67 68 69 70 71 72 73 74

MGV-GENOME-0301480 40014:46915(+)

64 65 66 67 68 69 70 71 72 73

uvig_183091 39587:46251(+)

62 63 64 65 66 67 68
DNA invertase (CDS_0069)

70

uvig_204823 41088:48202(+)

65 66 67 68 69 70 71 72 73 74

MGV-GENOME-0259923 31216:38336(+)

53 54 55 56 57 58 59 60 61 62

IMGVR_UViG_3300045988_078876|3300045988|Ga0495776_116704 41033:48140(+)

66 67 68 69 70 71 72 73 74 75

MGV-GENOME-0303820 40844:47715(+)

68 69 70 71 72 73 74 75 76

uvig_165656 40692:47693(+)

67 68 69 70 71 72

anti-repressor Ant (CDS_0073)

74
DNA invertase (CDS_0075)

76

uvig_339523 43332:50370(+)

66 67 68 69 70 71 72 73 74 75

IMGVR_UViG_3300045988_083965|3300045988|Ga0495776_169184 40017:47038(+)

65 66 67 68 69 70 71 72 73 74

uvig_441044_ 37625:44824(+)

61 62 63 64 65 66 67 68

anti-repressor Ant (CDS_0069)

70
DNA invertase (CDS_0071)

72

uvig_200286 23599:30438(+)

36 41 42 43 44 45

anti-repressor Ant (CDS_0046)

47
DNA invertase (CDS_0048)

49

uvig_434117 41136:47712(+)

66 67 68 69 70 71 72 73 74

3000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover transcription regulation unknown function


