metal-dependent phosphohydrolase (CDS_0045)
MazG-like pyrophosphatase (CDS_0044)
thymidylate synthase (CDS_0047)
CDS_0048
CDS_0046 ~ | €D5_0049

CDS_0037 CDS_0040 CDS_0042
CDS_0035 CDS_0036 CDS_0038 CDS_0039 CDS_0041 (CDS_004

2
#

uvig_321404 27466:35952(+)
MazG-like pyrophosphatase (CDS_0044)

CDS_004
CcDS.0042 | | CDS_0048
e N | I
uvig_255524 27503:35709(+)
MazG-like pyrophosphatase (CDS_0044)
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CDS_0043
CDS_0042 | MazG-like pyrophosphatase (CDS_0044)

uvig 464839 27447:35662(+)
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CDS_OO42TMazG-Iike pyrophosphatase (CDS_0044)

MGV-GENOME-0299826 27278:35947(+)

CDS_0049
CDS_0048TMazG—Iike pyrophosphatase (CDS_0050)
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uvig_313131 44976:51220(+)
CDS_0033CDS_0034

uvig 213159 19713:25796(+)
CDS_0035
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nucleoside 2-deoxyribosyltransferase (CDS_0040)
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