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CDS_0034
CDS_0035

CDS_0036
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DNA methyltransferase (CDS_0040) CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0307176 25810:34798(+)
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IMGVR_UViG_3300008622_000376|3300008622|Ga0111363_100232|2-46112 25268:35944(+)
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MGV-GENOME-0299594 25270:35920(+)
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CDS_0042 CDS_0047
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IMGVR_UViG_3300045988_055384|3300045988|Ga0495776_098246 24863:35510(+)
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CDS_0042
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MGV-GENOME-0300870 25413:35940(+)
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CDS_0042
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RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0035) radical SAM domain protein (CDS_0037)
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