radical SAM domain-containing protein (CDS_0030) ParB-like partition nuclease (CDS_0048)

32 peptidase (CDS_0038) 44
31 [33 34 35 3637 | 3940 41 424345 46 47 queuine tRNA-ribosyltransferase (CDS_0049)
MGV-GENOME-0257570 22925:35479(+)

peptidase (CDS_0038)
35 3637 | 3940 41

MGV-GENOME-0272525 22934:35862(+)
peptidase (CDS_0038) 42 integrase (CDS_0045)

35 3637 3940 41 [ 43 44 46 47 48

MGV-GENOME-0280178 22902:39714(+)

peptidase (CDS_0038) Lar anti-RM (API1S033) (CDS_0047)
35 3637 39 40 41 42 43 44 49

i#

MGV-GENOME-0270982 22925:36657(+)

peptidase (CDS_0038) 46
35 3637 | 3940 41 4243 44 45[ 47

MGV-GENOME-0272083 22929:37389(+)

peptidase (CDS_0038)
35 3637 39 40 414243 47

MGV-GENOME-0260959 23030:35321(+)

peptidase (CDS_0039) 4648
36 3738 40 41 42 43 44 45 47]4950 51 52 53 54

MGV-GENOME-0283899 22903:40408(+)

peptidase (CDS_0039)43 45
36 3738 | 40 4142 44]4647 48 49 50 51

MGV-GENOME-0275311 22903:38739(+)

DNA polymerase processivity factor (CDS_0047)
peptidase (CDS_0039) integrase (CDS_0045) 5052
36 3738 | 4041 42 43 44 46 48 49 51[5354 55 56 57 58

|
¥

MGV-GENOME-0300542 22900:44221(+)

peptidase (CDS_0038)
41
35 3637 39 404243 44 45 46

i%

MGV-GENOME-0269923 22925:36956(+)

DNA polymerase processivity factor (CDS_0045)
peptidase (CDS_0039) 49
36 3738 40 41 42 43 44 46 47485051 52 53 54

i%

MGV-GENOME-0289039 22925:41512(+)

transposase (CDS_0042)
peptidase (CDS_0038) tLé
35 3637 39 40 41 43 44454748 49 50 51

MGV-GENOME-0279107 23007:39489(+)

HNH endonuclease (CDS_0048)
peptidase (CDS_0038) g)
35 3637 | 3940 41 42 43444647 49 50

i%

MGV-GENOME-0286202 23097:38858(+)

DNA polymerase processivity factor (CDS_0044)
peptidase (CDS_0039) 4749 56
36 3738 40 41 42 43 45 46 48[ 5051 52 53 54 55[ 57

i%

MGV-GENOME-0290651 22903:41871(+)

peptidase (CDS_0039) 4648 55
36 3738 | 4041 42 43 44 45 47]4950 51 52 53 54| 56

;#

MGV-GENOME-4420741 22903:41450(+)

DNA polymerase processivity factor (CDS_0044)
peptidase (CDS_0040) 48 54
36 37 3839 41 42 43 45 46474950 51 52 53] 55 57

iﬁ

MGV-GENOME-0285551 22916:40495(+)
DNA polymerase processivity factor (CDS_0051)

integrase (CDS_0045)
peptidase (CDS_0039) 47 5456 63
36 3738 | 4041 42 43 44 46148 49 50 52 53 555758 59 60 61 62| 64
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MGV-GENOME-0304590 22889:45503(+)

DNA polymerase processivity factor (CDS_0048)
44
peptidase (CDS_0038) 45 i 153 60
35 3637 | 3940 41 42 43|Ja6 47 49 50 52[ 5455 56 57 58 59| 61

i%

uvig 249265 22916:41668(+)

DNA polymerase processivity factor (CDS_0043)
40 45 4749 56
36 37 38 39 Tar 42 447 46 48] 5051 52 53 54 55] 57

i%

MGV-GENOME-0294207 22903:42652(+)

DNA polymerase processivity factor (CDS_0037)
4042 49
36 38 39 41| 4344 45 46 47 48] 50

i%

MGV-GENOME-0269695 22903:37659(+)

38
35 36 37]39 40 41 42 4344 45 48

MGV-GENOME-0265885 22906:36179(+)
?:Té

37 43
35 3839 40 41 42] 44

MGV-GENOME-0252443 22916:33848(+)

3739
36 38[4041 42 43 44 45 5152

MGV-GENOME-0253269 22904:33999(+)
DNA polymerase processivity factor (CDS_0035)

39
29 34 36 37 38] 40 41 42 43
MGV-GENOME-0252082 22645:33792(+) / 4
35
34 3637 38 39 40 46 47

MGV-GENOME-4412365 22565:32295(+)

DNA polymerase processivity factor (CDS_0039)
36 4244
35 T37 38 40 41 43[ 4546 47 4849 50 52

MGV-GENOME-0286960 22898:40296(+)

DNA polymerase processivity factor (CDS_0038)
HNH endonuclease (CDS_0046)

42
35 40 43
34[36 37 3941 4445 47 48
MGV-GENOME-0259071 22636:35727(+)
DNA polymerase processivity factor (CDS_0048)
peptidase (CDS_0038) 45 52
35 3637 | 3940 4142 43 44 [46 47 49 50515354 55 56 57

MGV-GENOME-0302833 23014:43392(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0046)
DNA polymerase processivity factor (CDS_0038)

35 42
34 36 37 39 40414344 45 47

-

uvig 92676 22616:34613(+)

Lar anti-RM (APIS033) (CDS_0040)
CDS_0038
CD5.0039
CDS_0036
CDS_0034CDS_0035 'CDS_0041 CDS_0047

MGV-GENOME-0242524 23020:33865(+)
CDS_0035 CDS_0036

MGV-GENOME-0237756 23016:30774(+)

peptidase (CDS_0038)
35 3637 3940 41 42 43 44 45

MGV-GENOME-0277873 23028:37725(+)

peptidase (CDS_0038)
transposase (CDS_0041)
35 3637 39 40 42 43 44

%
|

MGV-GENOME-0276082 23028:37360(+)

CDS_0036 CDS_0038
CDS_0031 CDS_0035 CDS_0037 CDsS_0045

MGV-GENOME-0252867 22569:33139(+)

HNH endonuclease (CDS_0037)
34 3536 38 39

MGV-GENOME-0250598 22572:31266(+)

CDS_0035
€Dbs_0036
CDS 0034 | | CDS 0037

MGV-GENOME-0236607 22571:31330(+)

CDS_0035
CDS_0034 | CDS_0036

MGV-GENOME-0234384 22571:30886(+)

CDS_0035
CDS_0034[

MGV-GENOME-0224761 22571:30643(+)
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