RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0039)

CDS_ 0031 CDS_0041
€DS.0032  CDS.0034 CDS 0036 DNA methyltransferase (CDS_0038) CDS 0042
| CDS_0033 | CDS_0035[DNA helicase (CDS_0037) | CDS.0040 | CDS 0043 CDS_0044  CDS_0001 CDS_0002

Lo ——
IMGVR_UViG_3300045988_012637|3300045988|Ga0495776_ 014216 28359:2014(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0039)

CDS_0041
CDS_0033 CDS_0038 CDS_0040

MGV-GENOME-0247510 28609:2014(+)
32 38 39 40 41 42 44

MGV-GENOME-0248183 28559:2014(+)

DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0040)
DNA methyltransferase (CDS_0039) 41 42

uvig_475354 28559:2014(+)

DNA methyltransferase (CDS_0037)
CDS_0038 CDS_0040
CDS_0031 CDS_0035 'CDS_0039

#
I

uvig 585019 29457:2014(+)

CDS_0040 CDS_0042
CDS_0039 CDS_0041

IMGVR_UViG_3300045988_035653|3300045988|Ga0495776_017517 29095:2014(+)

CDS 0036  CDS 0038
CDS_0030 “|cDs_0037] cDs 0039 CDS_0043

uvig_251887 28697:2014(+)

CDS_0034 CDS_0042
CDS_0033 CDS_0040  CDS_0041 | CDS_0043

MGV-GENOME-0250893 28665:2014(+)

CDS_0042
RM_Type_II_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0040) CDS_0041 | CDS_0043

IMGVR_UViG_3300045988_047290|3300045988|Ga0495776_ 015711 28628:2014(+)

CDS_0039
CDS_0038
CDS_0031 CDS_0037 | cDs.0040

SAMN10080907_al_ct2087 28612:35467(+)

CDS_0039
CDS_ 0031 CDS 0038 | CDS_ 0040

SRR7892465_NODE_2_length_35347_cov_54.166582 29163:35345(+)
33 39 40 41 42 43

SAMEA2737773_a1_ct32879 29224:36744(+)
39 40 41 42 43

uvig_135583 29261:2014(+)

RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0038)
32 39 40 41 42

SAMN10080890_a1_ct127 29125:36874(+)

CDS_0043
CDS_0042
CDS_0038 CDS 0041 | | cDs 0044

MGV-GENOME-0254081 29141:37433(+)

CDS_0043
CDS_0042
CDS 0041 | | cDs 0044

MGV-GENOME-0253543 29053:2014(+)

CDS_0043
CDS_0042
CDS.0041 | | CDS 0044

IMGVR_UViG_3300045988_045997|3300045988|Ga0495776_045021 29141:37433(+)

CDS_0039 CDS_0043
CDS_0033 CDS.0038 | CDS 0040 CDS_0042 | CDS_0044

uvig 593564 28361:35972(+)

DNA methyltransferase (CDS_0038) 25_0040
CDS_0039 CDS_0044

SAMNO9781777_al1_ct21296 28297:35904(+)
CDS_0040 CDS_0042

~ [cDps_0041]

IMGVR_UViG_3300045988_020353|3300045988|Ga0495776_018212 28597:2014(+)
CDS_0040 CDS_0042

~[CDs_0041]

SAMNO5826638_al_ct5246 28432:36063(+)

CDS_0043
CDS_0042 CDS_0044 CDS_0002

uvig 427020 28950:2014(+)

CDS_0044
CDS_0043
CDS.0042 | | CDS_0045

MGV-GENOME-0251132 29717:36922(+)

CDS_0041
DNA methyltransferase (CDS_0040) | CDS_0042

uvig 480745 29131:36698(+)

DNA helicase (CDS_0039)
36 37 38 40 4142 43 44

MGV-GENOME-0248857 27863:2014(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0039)
CDS_0041
CDS_0032 CDS_0038 CDS_0046T CDS_0045

iﬁ

MGV-GENOME-0252372 28992:37136(+)

RM_Type_Il_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0037)
CDS_0039
CDS_0036 CDS_0038]

i#

SAMNO9781706_al_ct9662 vs1 28701:36397(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0038)
CDS_0040
CDS_0032 CD&OS‘T

iﬁ

IMGVR_UViG_3300045988_035735|3300045988|Ga0495776_103451 28820:35589(+)

CDS_0037
CDS_0036 | CDS_0040 CDS_0041

IMGVR_UViG_3300045988_025848|3300045988|Ga0495776_018192 29154:36176(+)

CDS_0038
CDS_0033 CDS_0037 | CDS 0039 CDS.0043 CDS_0046

IMGVR_UViG_3300045988_038600|3300045988|Ga0495776_015193 28989:36807(+)

CD$ 0035  CDS 0037
CDS_0032 | cps_0036

SAMEA2737718_a1_ct14248 27611:34218(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0039)
CDS_0037 CDS_0040

i#

SRS077294_a1_ct10018 29338:37077(+)
CDS_0037

MGV-GENOME-0243147 28405:35671(+)
CDS_0035 RM_Type_Il_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0037)

MGV-GENOME-0247254 28366:1173(+)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0036) CDS_0037

MGV-GENOME-4412199 28543:36250(+)

CDS_0041
CDS_0040 CDS_0042

uvig 419765 29049:36453(+)
CDS_0032 CDS_0037

Monaco_MBA4038_NODE_27_length_36574 _cov_428.387908 28472:1173(+)

CDS_0033
T CDS_0034  CDS_0037 CDS_0039 CDS_0040
MGV-GENOME-0245956 27885:36088(+)
CDS_0037 CDS_0038 CDS_0041

MGV-GENOME-0240592 28934:35309(+)

CDS_0040
CDS_0037 CDS 0039 | CDS 0041

SAMNO5414954 _al_ct4032 29172:35279(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0038)
CDS_0040
DNA methyltransferase (CDS_0037) CDS_0039 CDS_0044

iﬁ
|

uvig 238006 27715:1173(+)

CDS_0032  CDS 0034
DNA helicase (CDS_0023) CDS_0024CDS_0025 CDS 0031 |CDS_0033

MGV-GENOME-0244936 18420:29486(+)

4000 nt 1
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