Retron_VI_HTH (CDS_0025)

tail length tape measure protein (CDS_0017) 2729
20 26 130 32
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MGV-GENOME-0249265 10283:22813(+)

CDS_0024
CDS_0023
CDS_0022| CDS_0025

IMGVR_UViG_3300045988_146451|3300045988|Ga0495776_165936 10288:21504(+)

Retron_VI_HTH (CDS_0026)
endolysin (CDS_0023) 28
22 24 2527

IMGVR_UViG_3300029660_000008|3300029660] 6305428 17_100568 10286:23360(+)

Retron_VI_HTH (CDS_0024)
26
22 2325

|MGVR?UVIG?33000459887155434|330004598%\6304957767042187 10276:22127(+)

Retron_VI__HTH (CDS_0026)
28
22 23 24 2527

uvig 492958 10286:24162(+)

Retron_VI_HTH (CDS_0028) Retron_VI_HTH (CDS_0041)
24 30 ] 43
222325 26 27 |29] 31 32 33 34 35 36 37 38 39 4042
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uvig_107530 10285:39555(+)
endolysin (CDS_0030) Retron_VI__HTH (CDS_0039)
24 2729 34 41
2223| 25 2628] | 313233] 35 36 37 3840

uvig 83901 10285:33535(+)

endolysin (CDS_0030) Retron_VI__HTH (CDS_0040)
24 27 29 42
2223] 25 2628] | 31 32 33 34 3536 37 38 3941
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uvig 403993 10288:37038(+)

DnaB-like replicative helicase (CDS_0033)
Retron_VI__HTH (CDS_0040)
Reverse transcriptase (CDS_0025) integrase (CDS_0037)
endolysin (CDS_0030) integrase (CDS_0038)
24 2729 [ 31 36 | 42
2223 2628] | 32 | 3435] 941
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uvig 489192 10283:31727(+)

endolysin (CDS_0030) Retron_VI__HTH (CDS_0038)
24 27 29 40
2223] 25 2628] | 31 32 33 34 35 36 3739
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SAMEA2579951 _al_ct62570_vs1 10286:34284(+)

Retron_VI__HTH (CDS_0033)
24 2] 29 35
2223 25 262830 31 3234

IMGVR_UViG_3300029090_000106|3300029090|Ga01692 187100177|-1»38881 10286:26465(+)

endolysin (CDS_0030)
24 2729
2223] 25 2628] | 313233

IMGVR_UViG_3300045988_147797|3300045988|Ga0495776_165696 10287:26405(+)

endolysin (CDS_0030)
24 2729
2223] 25 2628] | 3132
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IMGVR_UViG_3300045988_147872|3300045988|Ga0495776_147086 10287:25826(+)

Retron_VI__HTH (CDS_0033)
endolysin (CDS_0030)
24 27 29 35
2223] 25 2628] 31 32(34
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MGV-GENOME-0307732 10283:27559(+)

endolysin (CDS_0030)
24 2] 29 33 36
2223 25 2628] | 3132 [3435 38

IMGVR_UViG_3300045988_153351|3300045988|Ga0495776_110248 10286:27711(+)

Retron_VI__HTH (CDS_0035)
endolysin (CDS_0031)

24 2729 33| 387
2223] 25 2628]30 32 3436 44 Erf-like ssDNA annealing protein (CDS_0045)

IMGVR_UViG_3300029844_000289|3300029844\Ga0245276_1000380|348741-7OO 10316:29735(+)

Retron_VI_HTH (CDS_0036)
integrase (CDS_0033)
24 27 29 34| 38
2223] 25 2628 30 31 32 3537
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uvig_191894 10316:32630(+)

Retron_VI_HTH (CDS_0033)
endolysin (CDS_0031)
24 27 29 35
2223 25 2628[30 | 3234
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MGV-GENOME-0303553 10285:26618(+)
Nucleoside diphosphate kinase (VF0851) (CDS_0044)

DNA methyltransferase (CDS_0047)
endolysin (CDS_0030) Retron_VI_HTH (CDS_0050)
24 2729 FadE28 (VF0844) (CDS_0038) | 52
2223] 25 2628] | 31 32 33 34 35 36 37 39 40 41 42 43 45 46 48 4951
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uvig 74175 10287:48028(+)

Retron_VI_HTH (CDS_0034)
endolysin (CDS_0029)
2628 [ 31
22 23 24 2527] | 30] 32 33/ 35  RusA-like Holliday junction resolvase (CDS_0039)

|MGVR?UVIG?33000459887187720|3300045988\(33049577_@136215|33-415-67 10260:28873(+)

endolysin (CDS_0029)
26 28 [Retron_VI_HTH (CDS_0033)
22 23 242527] | 30 31 3234

IMGVR_UVIG_3300045988_130754/3300045988|Ga0495776_172758 10260:28621(+)

Retron_VI_HTH (CDS_0034)
endolysin (CDS_0029)
26 28 31
22 23 242527 | 30| 32 33 35
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| MGVR_UVIG_3300045988_123006|3300045988\Ga049577_6_148908 10264:2?25 1(+)

endolysin (CDS_0029)
26 28 Retron_VI_HTH (CDS_0035)
22 23 24 2527] | 3031 32 33 34 36
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uvig_408240 10260:30317(+)
endolysin (CDS_0029)

26 28 Retron_VI_HTH (CDS_0037)
22 23 24 2527] | 3031 32 33 34 35 36| 38
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uvig 410990 10260:34089(+)

endolysin (CDS_0029)

2628 [ 31 Retron_VI_HTH (CDS_0037)
22 23 242527] | 30] 32 33 34 35 34| 38
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MGV-GENOME-0300878 10260:34206(+)

endolysin (CDS_0029)
2628 [ 30
22 23 242527 | [3132

IMGVR_UViG_3300045988_123503|3300045988|Ga049 577_Q187763 10260:26514(+)

endolysin (CDS_0030)
27
24 26 29| 32
2223] 25 28] |31[33
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MGV-GENOME-0317685 10260:26248(+)

Retron_VI_HTH (CDS_0035)
endolysin (CDS_0030) 39
27 37
24 26 29 33| 3841
2223] 25 T28] | 31 32 3436[4042
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IMGVR_UViG_3300014824_000665|3300014824| GaO134492_1000338]308257-73111 10286:29737(+)
CDS_0022 CDS_0023

IMGVR_UViG_3300045988_139082|3300045988|Ga0495776.181477 10286:21348(+)
endolysin (CDS_0030)

27 Retron_VI_HTH (CDS_0038)
24 26 29 J 40
2223] 25 28] | 31 32 33 34 35 36 3739 45 46
SAMNO04261238 al ct25102 vs1 10319:34550(+) -
31 33
22 23 24 2526 27 28 29 30[32

uvig 291888 10320:30231(+)

endolysin (CDS_0031)

27 Retron_VI_HTH (CDS_0034)
24 26 29 36

2223] 25 [28[30 32 3335

IMGVR_UViG_3300045988_129073|3300045988|Ga0495776_135392 10321:284-178(+)

Retron_VI__HTH (CDS_0034)
endolysin (CDS_0031)
24 27 29 36
2223] 25 2628]30 32 3335
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MGV-GENOME-0333571 10316:28149(+)
endolysin (CDS_0031)

27 Retron_VI_HTH (CDS_0036)
24 26 29 T 38
2223] 25 7[28[30 32 33 34 3537
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uvig_380960 10283:32711(+)
endolysin (CDS_0031) Retron_VI__HTH (CDS_0039)

24 27 29 33 41
2223] 25 2628]30 32[34 35 36 37 3840

MGV-GENOME-0314459 10316:32437(+)

endolysin (CDS_0031)
24 2729
2223] 25 2628] 30 32
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IMGVR_UViG_3300045988_138065|3300045988|Ga0495776_179510 10319:26979(+)

endolysin (CDS_0031)
24 2729
2223] 25 2628] 30 32
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MGV-GENOME-0318224 10315:26537(+)
DNA methyltransferase (CDS_0038)

endolysin (CDS_0030) Retron_VI_HTH (CDS_0041)
26 28 36 [ 43
22 23 24 2527[29 31 32 33 34 3537 39 4042
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uvig_206313 10246:37011(+)

Retron_VI_HTH (CDS_0033)
endolysin (CDS_0030) | 35

2628 l36
22 23 24 2527[29 31 3234 [37

MGV-GENOME-0280447 10246:29734(+)

Ix

Retron_VI_HTH (CDS_0031)
33
22 23 24252627 28 29 3032

IMGVR_UViG_3300029878_000246|3300029878|Ga0245327_100072|1-43539 10312:29400(+)

DnaB-like replicative helicase (CDS_0024)
Retron_VI__HTH (CDS_0030)
integrase (CDS_0028)
integrase (CDS_0027) ‘ 32
2223 | 2526 | 293
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uvig 192756 10316:26624(+)

Retron_VI_HTH (CDS_0028)
23 30
22124 25 26 272%
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MGV-GENOME-0307764 10316:25287(+)
CDS_0022 CDS_0023

IMGVR_UViG_3300045988_141666|3300045988|Ga0495776 064464 10320:20323(+)
Retron_VI_HTH (CDS_0027)
24 [ 29
2223] 25 2628

MGV-GENOME-0257032 10319:23699(+)

Retron_VI_HTH (CDS_0026)
DNA invertase (CD5_0024)
28
22 23 2527
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uvig 170672 10319:23427(+)

Retron_VI__HTH (CDS_0031)
integrase (CDS_0029)

25
transposase (CDS_0022)26 28 ‘ 33
2324|127 3032
uvig 194947 10319:27482(+) <
metallo—phosphoziterase (CDS_0038)
metallo-phosphoesterase (CDS_0039)
27 Retron_VI__HTH (CDS_0046)
24 26T 29 31 phosphoesterase (CDS_0037) T 48
2223] 25 [28[30] 32 33 34 35 36 | | | 40 4142 43 44 4547

IMGVR_UViG_3300029816_000137|3300029816|Ga0244888_100114(12516-66375 10321:39871(+)

metallo-phosphoesterase (CDS_0037)
metallo-phosphoesterase (CDS_0038)
Retron_VI_HTH (CDS_0045)
phosphoesterase (CDS_0036) T 47
22 23 24 25 26 27 28 29 30 31 32 3334 35| | | 39 4041 42 43 4444

uvig 243477 10321:44501(+)

Retron_VI_HTH (CDS_0026)
24 28
22 23725|27 34

-
IMGVR_UViG_3300045988_157500|3300045988|Ga0495776_127061 10283:23864(+)

Retron_VI_HTH (CDS_0026)
24 28
22 23]25|27

MGV-GENOME-0249570 10283:23864(+)

Retron_VI__HTH (CDS_0024)
26
22 23|25
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MGV-GENOME-0249760 10283:23898(+)
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