CDS_0052 CDS_0055 CDS_0059
CDS_0051 CDS_0054 CDS_0057 CDS_0060 CDS_0062 CDS_0065
CDS_0050 CDS_0053 CDS_0056 CDS_0058 CDS_OOélT CDS_0063 CDS_0064 CDS_0066 unknown function (CDS_0067)

< |

IMGVR_UViG_3300045988_135132|3300045988|Ga0495776_112290 32556:38730(+)

CDS_0059
CDS_0057 CDS_0058 CDS_0060

O 0 i ——OE— {0 K |

MGV-GENOME-0280447 32556:38730(+)

57 58 59 60 61 62
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IMGVR_UViG_3300045988_128218|3300045988|Ga0495776_184369 33214:39226(+)
53 55 56 57 58 59 60 61 62 63 64
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MGV-GENOME-0317685 30017:36996(+)
58 59 60 61 62 63 64 68
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IMGVR_UViG_3300045988_123798|3300045988|Ga0495776_157866 32760:38766(+)
45 46 47 48 583 54 55 56 57 62
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IMGVR_UViG_3300045988_123503|3300045988|Ga0495776_ 187763 29446:35577(+)

DNA methyltransferase (CDS_0060)
DNA methyltransferase (CDS_0059) CDS_0062 CDS_0063

I ! — D KK |

IMGVR_UViG_3300014824_000665|3300014824|Ga0134492_1000338|30825-73111 33136:38689(+)
CDS_0055 CDS_0056 CDS_0058 CDS_0059
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MGV-GENOME-0303553 31593:37049(+)

CDS_0058 CDS_0059 CDS_0065

T — ) Y —1 D —C p U

MGV-GENOME-0276560 32686:38328(+)

CDS_0040 CDS_0041

I ) ) Y — D — T <

MGV-GENOME-0213930 21625:27251(+)

CDS_0051
CDS_0043 CDS_0045 CDS_0046 CDS_0050 CDS_0053 CDS_0054
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IMGVR_UViG_3300045988_145605|3300045988|Ga0495776_169061 28247:34983(+)
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other unknown function



