
IMGVR_UViG_3300029571_000319|3300029571|Ga0244922_100268|37744-92122 25487:40177(+)

28 29 30 31 32 33 34 35 36
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0037)

38 39 40 41 42 43 44
45

46

SAMN00791928_a1_ct41897_vs1 25481:40581(+)

33 34 35
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0036)

37 38 39

SAMN00792038_a1_ct138815_vs1 23128:42029(+)

30 31 32 33 34 35
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0036)

37 38 39

IMGVR_UViG_2806310973_000002|2806310973|2806374853|86969-138332 22547:34646(+)

RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0032)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300029489_000295|3300029489|Ga0244014_1000047|75-52399 22538:35279(+)

32
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0033)

34 35 36

IMGVR_UViG_3300029742_000249|3300029742|Ga0245239_100339|6287-60075 22567:37083(+)

32 33 34
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0035)

36 37 38

IMGVR_UViG_3300029495_000343|3300029495|Ga0244015_1000063|3-55286 22538:38238(+)

32 33 34 35
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0036)

37 38 39

IMGVR_UViG_2854046792_000003|2854046792|2854046827|16347-70447 22548:37383(+)

31 34 35 36
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0037)

38 39 40

MGV-GENOME-0331634 22551:40848(+)

30 33 34 35 36 37 38 39
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0040)

41 42 43

IMGVR_UViG_3300045988_168623|3300045988|Ga0495776_130649 22545:40191(+)

32 33 34 35 36
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0037)

38 39 40 45 exonuclease (CDS_0047)

SAMN04571714_a1_ct7545_vs1 22566:45391(+)

transposase (CDS_0030) 33
clamp loader of DNA polymerase (CDS_0034)

translation elongation factor (CDS_0035)

36 37 38 39 40 41

RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0042)

43 44 45

IMGVR_UViG_3300039344_000257|3300039344|Ga0169246_00041|25974-76461 23336:32053(+)

CDS_0034
CDS_0035

MGV-GENOME-0320607 22536:32063(+)

CDS_0032 CDS_0033

IMGVR_UViG_3300045988_160436|3300045988|Ga0495776_169310 22536:32123(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_2802429507_000003|2802429507|2802484015|1-52397 22548:35679(+)

32 33 34 35 36

IMGVR_UViG_3300014787_000196|3300014787|Ga0134384_1000156|3-50497 24304:33401(+)

CDS_0032

restriction endonuclease (CDS_0033)

CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300029720_000443|3300029720|Ga0245229_1000193|74504-126042 23897:32950(+)

CDS_0032
CDS_0033

IMGVR_UViG_640963025_000001|640963025|640964383|398012-446419 22536:31381(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300029734_000250|3300029734|Ga0245168_100150|38876-91838 23617:34476(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0321454 22530:31650(+)

CDS_0032
CDS_0033

IMGVR_UViG_2895371854_000003|2895371854|2895371868|160363-209370 23215:32137(+)

CDS_0029
CDS_0031

CDS_0032
CDS_0034

CDS_0035

IMGVR_UViG_3300013947_000774|3300013947|Ga0116653_1000013|32991-85924 24098:34413(+)

restriction endonuclease (CDS_0032)
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_3300030444_000248|3300030444|Ga0168855_100009|53233-106921 23426:35737(+)

31
restriction endonuclease (CDS_0032)

33 34 35

IMGVR_UViG_2849783516_000001|2849783516|2849783540|47341-100218 23128:33406(+)

restriction endonuclease (CDS_0030)
CDS_0031

CDS_0032
CDS_0033

IMGVR_UViG_3300029857_000387|3300029857|Ga0245297_1000183|31143-89246 23570:39510(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0031)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0032)

33
restriction endonuclease (CDS_0034)

35 36 37 38

MGV-GENOME-0328383 22536:39235(+)

32 33
Druantia_II__DruM (CDS_0034)

35

restriction endonuclease (CDS_0036)

37 38 39

IMGVR_UViG_3300045988_169624|3300045988|Ga0495776_188710 22533:37879(+)

32
Druantia_II__DruM (CDS_0033)

34

restriction endonuclease (CDS_0035)

36 37 38

IMGVR_UViG_3300029089_000199|3300029089|Ga0169191_100112|23212-78576 22536:38338(+)

endonuclease (CDS_0032) 33
Druantia_II__DruM (CDS_0034)

35

restriction endonuclease (CDS_0036)

37 38 39

MGV-GENOME-0316421 22556:35365(+)

30 33 34
restriction endonuclease (CDS_0035)

36 37 38

IMGVR_UViG_3300045988_168956|3300045988|Ga0495776_114448 22204:35365(+)

26 29 30 33 34
restriction endonuclease (CDS_0035)

36 37 38

IMGVR_UViG_3300029711_000330|3300029711|Ga0245193_100074|148858-198360 24298:33230(+)

CDS_0032
CDS_0034

CDS_0035 Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0040)

IMGVR_UViG_3300045988_171649|3300045988|Ga0495776_151675 23294:38551(+)

33 34 35
endonuclease (CDS_0036)

HNH endonuclease (CDS_0037)
HNH endonuclease (CDS_0038)

DNA methyltransferase (CDS_0039)

40 41 42 43

IMGVR_UViG_3300045988_170203|3300045988|Ga0495776_169425 23294:37980(+)

33 34
35

endonuclease (CDS_0036)
HNH endonuclease (CDS_0037)

HNH endonuclease (CDS_0038)

DNA methyltransferase (CDS_0039)
40 41 42 43

IMGVR_UViG_3300029466_000146|3300029466|Ga0244098_100010|49494-103822 23427:36150(+)

endonuclease (CDS_0031)
HNH endonuclease (CDS_0032)

HNH endonuclease (CDS_0033)
DNA methyltransferase (CDS_0034)

35 36 37 38

MGV-GENOME-0331202 22942:38551(+)

33 34 35
endonuclease (CDS_0036)

HNH endonuclease (CDS_0037)
HNH endonuclease (CDS_0038)

DNA methyltransferase (CDS_0039)

40 41 42 43

IMGVR_UViG_3300029112_000145|3300029112|Ga0168820_100007|370201-422028 20757:33105(+)

HNH endonuclease (CDS_0028)
HNH endonuclease (CDS_0029)

DNA methyltransferase (CDS_0030)

31 32 33 34

Han_2018_ERR1398186_NODE_84_length_66399_cov_17.453575 23426:48220(+)

31 32 33 34 35 36

translation elongation factor (CDS_0037)

38 39 40
peptidase (CDS_0041)

42

terminase small subunit (CDS_0043)

HNH endonuclease (CDS_0044)
DNA methyltransferase (CDS_0045)

46 47 48 49

IMGVR_UViG_3300029617_000416|3300029617|Ga0245125_100161|2-55562 23214:36982(+)

31 32 33 34
replication initiation protein (CDS_0035)

36 37 38

MGV-GENOME-0327622 22533:39400(+)

32 3334
35

DNA methyltransferase (CDS_0036)

37 38 39 40 41 42 43 45 46

SAMEA2579923_a1_ct37376_vs1 22906:40196(+)

30 31 32
33

DNA methyltransferase (CDS_0034)

35 36 37 38 39 40 41 42

IMGVR_UViG_3300029424_000162|3300029424|Ga0243789_1000307 23578:41630(+)

31
32

33

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0034)

35 36 37
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0038)

39 40 41 42

IMGVR_UViG_3300029365_000254|3300029365|Ga0243866_1000582 23303:41670(+)

30
31

32

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0033)

34 35 36
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0037)

38 39 40 41

IMGVR_UViG_3300029413_000109|3300029413|Ga0243792_1000291 23578:42396(+)

31
32

33

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0034)

35 36 37
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0038)

39 40 41 42

IMGVR_UViG_3300029584_000127|3300029584|Ga0245112_100475 23897:41495(+)

32
33

34

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0035)

36 37 38
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0039)

40 41 42 43

IMGVR_UViG_3300029796_000227|3300029796|Ga0243875_1000401 23303:38052(+)

30
RM__Type_I_REases___Type_I_REases_FAM_0.einsi_trimmed (CDS_0031)

32 33 34 35

IMGVR_UViG_3300029136_000229|3300029136|Ga0168747_100238|9530-61099 26332:35231(+)

CDS_0036 CDS_0037

IMGVR_UViG_3300029725_000166|3300029725|Ga0245208_100441|2-53778 23912:35199(+)

CDS_0032 CDS_0033

IMGVR_UViG_2802429518_000002|2802429518|2802484686|35998-86709 23899:33261(+)

CDS_0035

IMGVR_UViG_3300029782_000370|3300029782|Ga0245253_100117|113014-169825 23217:35976(+)

31 32 33 34 35

IMGVR_UViG_3300029562_000274|3300029562|Ga0245122_100227|21232-75001 22553:35976(+)

RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0033)
Druantia_II__DruM (CDS_0034)

35 36 37

IMGVR_UViG_3300029019_000082|3300029019|Ga0169654_100027|26425-82693 24299:37691(+)

RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0032)
Druantia_II__DruM (CDS_0033)

34 35 36

SRS144506_a1_ct54185_vs01 23617:41017(+)

31 32 33

RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0034)
Druantia_II__DruM (CDS_0035)

36 37 38

IMGVR_UViG_2832534016_000001|2832534016|2832534016|32549-88708 23620:37587(+)

32

RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0033)
Druantia_II__DruM (CDS_0034)

35 36 37

IMGVR_UViG_3300045988_168605|3300045988|Ga0495776_147341 22537:34295(+)

CDS_0032 CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_169970|3300045988|Ga0495776_130322 22536:37005(+)

32 33
34

35

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0036)

37 38 39

IMGVR_UViG_3300039357_000140|3300039357|Ga0169236_00192 24332:37779(+)

32 33
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0034)

35 36 37

IMGVR_UViG_3300030365_000231|3300030365|Ga0245220_100203|134-59308 25653:41317(+)

34 35 36 37
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0038)

39 40 41

MGV-GENOME-0328044 23245:35703(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0030)
CDS_0031

CDS_0032 CDS_0036 CDS_0037

IMGVR_UViG_3300045988_161228|3300045988|Ga0495776_185269 22196:30611(+)

CDS_0031 CDS_0032

IMGVR_UViG_3300029724_000117|3300029724|Ga0245182_100075|53162-108144 23268:36405(+)

31
restriction endonuclease (CDS_0032)

33 34 35

IMGVR_UViG_3300029725_000062|3300029725|Ga0245208_100441 23912:39140(+)

32 33 34
arsinothricin resistance N-acetyltransferase ArsN1 family B (NF040504.1) (CDS_0035)

36 37 38

SAMN09781772_a1_ct19698 23665:43171(+)

31 32 33

endonuclease (CDS_0034)

35
Druantia_II__DruM (CDS_0036)

37

restriction endonuclease (CDS_0038)

39 40 41

IMGVR_UViG_3300029551_000203|3300029551|Ga0245011_100026|147910-203336 23426:36845(+)

32 33 34
RM_Type_IV__Type_IV_REases___Type_IV_01 (CDS_0035)

36 37 38

IMGVR_UViG_3300007921_000141|3300007921|Ga0111562_100223 26308:34725(+)

CDS_0030
restriction endonuclease (CDS_0031)

CDS_0032 CDS_0036 CDS_0037

IMGVR_UViG_3300029247_000309|3300029247|Ga0168719_1000021|205363-257899 25653:35806(+)

restriction endonuclease (CDS_0034)

35 36
37

38 39

IMGVR_UViG_3300029692_000259|3300029692|Ga0245170_100020|154818-204584 23217:32319(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

IMGVR_UViG_3300014553_000185|3300014553|Ga0134451_100108|2-52599 23217:35674(+)

31

restriction endonuclease (CDS_0032)

33 34
35

36 37

IMGVR_UViG_3300029477_000205|3300029477|Ga0244129_100002|211585-272705 24125:42898(+)

32 33

endonuclease (CDS_0034)

35
Druantia_II__DruM (CDS_0036)

37

restriction endonuclease (CDS_0038)

39 40
41

42 43

IMGVR_UViG_3300029539_000206|3300029539|Ga0244892_100001|534168-593177 22968:40787(+)

30

endonuclease (CDS_0031)

32
Druantia_II__DruM (CDS_0033)

34

restriction endonuclease (CDS_0035)

36 37
38

39 40

IMGVR_UViG_2910139945_000001|2910139945|2910139947|161008-219072 23915:40262(+)

33
Druantia_II__DruM (CDS_0034)

35

restriction endonuclease (CDS_0036)

37 38
39

40 41

SAMN00792024_a1_ct31622_vs1 24637:37134(+)

32 33

restriction endonuclease (CDS_0034)

35 36
37

38 39

IMGVR_UViG_3300029113_000205|3300029113|Ga0168853_100131|30053-86235 20977:37024(+)

29
Druantia_II__DruM (CDS_0030)

31

restriction endonuclease (CDS_0032)

33 34 35 37 38

IMGVR_UViG_3300029538_000131|3300029538|Ga0244900_100177|13725-71314 23426:40686(+)

endonuclease (CDS_0031)
32

Druantia_II__DruM (CDS_0033)

34
restriction endonuclease (CDS_0035)

36 37 38 39 40 41 42

9000 nt
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