acyl carrier protein (CDS_0157) CDS_0166
CDS_0164 CDS_0169

CDS.0159 T  cps.0167
CDS_0160 CDS_0162 |CDS_0165 | CDS_0170
DS_0158 CDS_0161 €DS 0163 | €DS_0168

- @@E—Ca

MGV-GENOME-0378929 146141:153318(+)

CDS_ 0159 CDS_0161 CDS_0164

E-AAEHE—OC KK

IMGVR_UViG_3300045988_059865|3300045988|Ga0495776_014862 147065:153657(+)
CDS_0168 CDS_0169

AR KKKA

IMGVR_UViG_3300045988_075357|3300045988|Ga0495776_014738 146016:153328(+)

CDS_0168 CDS_0169 CDS_0172

A RKA

IMGVR_UViG_3300045988_081687|3300045988|Ga0495776_032013 147140:154450(+)

CDS 0171
CDS.0170 |

A3 KKA

IMGVR_UViG_3300045988_076374|3300045988|Ga0495776_137439 146618:154019(+)

CDS.0163  CDS_0165
Cbs_0164

CHAACIOEER—C KA

IMGVR_UViG_3300030343_000012|3300030343|Ga0243299_100003 146174:153182(+)

endonuclease (CDS_0170)
CDS_0168 CDS_0171

A HD—AKKA

Reyes 2015_F284 T2 NODE 1 length 194170 _cov_34.839190 155991:162499(+)

CDS.0163
CDS 0161 | CDS 0164

O —AEKA

uvig 18669 145446:151504(+)
CDS_0163 CDS_0164

HAAEEEAA

MGV-GENOME-0378471 144696:149691(+)

CDS_0165 CDS_0166

HeC—GERa

MGV-GENOME-0378608 150827:155822(+)
CDS_0162

AT

MGV-GENOME-0378396 144641:149629(+)

CDS 0168
| CDS 0169  CDS 0174

CCEHEOE—HKA

Moreno-Gallego_2019_ERR2867953_NODE_1_length_187123_cov_161.710367 148761:154554(+)

HNH endonuclease (CDS_0164)
CDS_0157 | cDs 0166

KEOOEHHER KA

IMGVR_UViG_3300029587_000001|3300029587|Ga0245119_100063 148425:156403(+)
CDS_0163 CDS_0170 CDS_0171

RO

SAMNO9781790_al ct37827 152624:160124(+)

CDS.0171
CDS_0165 CDS 0170 | CDS.0172

K EEK—AGAa@

MGV-GENOME-0378433 150074:156887(+)
CDS_0168

E-GEEI—E-K

MGV-GENOME-0378150 143601:148781(+)
CDS_0169

CHOCHDE—KA

MGV-GENOME-0379013 151744:156965(+)

CDS_0168
CDS_0172 CDS_0174
CDS_0163 CDS 0167 CDS_0173

CRGCHD—KIAEAd

MGV-GENOME-0377890 150807:157365(+)

CDS_0161
CDS_0160 CDS_0167

CHiaC—aad

MGV-GENOME-0378284 143577:148235(+)
CDS_0166

EEEK—CKAA

MGV-GENOME-0378526 148875:154276(+)
CDS$ 0165 CD$.0167 ~ CDS 0170
"] cps_0166 cps 0169

A=A

IMGVR_UViG_3300045988_061496|3300045988|Ga0495776_031900 148842:154491(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0185)
Mom-like DNA modification protein (CDS_0179)
HNH endonuclease (CDS_0177)

173 DNA methyltransferase (CDS_0182) 190 amidoligase enzyme (CDS_0197)
174 176 180 189 199 201 203 205207 209
172|T175] |178]| 181 | 183184 186187188 | | 191192 193 194 195 196 198 [200] 202] 204 206] 208 210 211

IMGVR_UViG_3300045988_079855|3300045988|Ga0495776_060649 153323:179267(+)

k 10000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function Defence
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