thioredoxin domain (CDS_0105)

CDS_0102
CDSs 0101
CDS_0096 CDS_0099 CDS_0103 HNH endonuclease (CDS_0107)
CDS_0095 CDS_0097 CDS_0098 CDS_010¢ \ CDS_0104|CDS_0106 anaerobic ribonucleoside reductase large subunit (CDS_0108) CDS_0109
IMGVR_UViG_3300045988_107796|3300045988|Ga0495776_031859 104326:112051(+)
dUTPase (CDS_0094) CDS_0100
CDS_0095 CDS?OO9?QDS_0101 CDS_0106  HNH endonuclease (CDS_0107)

¢ { X O———— @ E - ECEEEC —

IMGVR_UViG_3300045988_061496|3300045988|Ga0495776_031900 106684:114931(+)

CDS_0101
CDS 0100 | CDS 0102 anaerobic ribonucleoside reductase large subunit (CDS_0108)

O O——— @ EOCEEdS | 7

uvig 43526_ 109184:116771(+)

CDS_0107 CDS_0110

KR A EKE | —

MGV-GENOME-0378284 108096:115671(+)

CDS_.0097 CDS_0099 CDS 0101

¢ { X O — @ E=CdEaE

MGV-GENOME-0378036 103205:107628(+)
CDS_0091 CDS_0096 CDS_0098

KO C—C . K

IMGVR_UViG_3300030343_000012|3300030343|Ga0243299_100003 105319:110180(+)

CDS_0098CDS_0099 CDS_0100

KK E—CCC K

IMGVR_UViG_3300045988_076374|3300045988|Ga0495776_137439 104085:109218(+)

HNH endonuclease (CDS_0104)
endonuclease (CDS_0102)
CDS_0103 CDS_0105

N o G G @K R T

Moreno-Gallego_2019_ERR2867953_ NODE_1_length_187123_cov_161.710367 106764:113464(+)
CDS_0097 CDS_0098

KKK K G O S

IMGVR_UViG_3300045988_075357|3300045988|Ga0495776_014738 104012:108832(+)

CDS_0095 CDS_0096 CDS_0097

CHCO O K K R K

MGV-GENOME-0378929 105329:110865(+)
CDS_0096 CDS_0097

KK K

IMGVR_UViG_3300045988_081687|3300045988|Ga0495776_032013 105063:109884(+)

CDS_0098
CDS 0097 | CDS.0099
CK K KX (L KX KK

MGV-GENOME-0378233 106094:110818(+)
CDS_0102 CDS_0103 CDS_0104

KK —C R EKEd

MGV-GENOME-0377890 110392:115517(+)

CDS_0095CDS_0096 CDS_0097 CDS_0099
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uvig_18669 105754:110693(+)

CDS_0096 CDS_0097

KR K K-

MGV-GENOME-0378150 102026:106958(+)

CDS_0098CDS_0099 CDS_0100

CRKO O K K

MGV-GENOME-0379013 108060:113239(+)

102
endonuclease (CDS_0099) 100 101T 103

K E—@ e <

SAMNO09781790_al_ct37827 107471:113615(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism unknown function



