PD-Lambda-1_PD-Lambda-1 (CDS_0028)

anti-CRISPR-Cas (Acrl1A22) (CDS_0024) Retron_VI_HTH (CDS_0030)
collagen like minor tail (CDS_0019) metallo-protease (CDS_0029)
holin (CDS_0022) | cDs 0032
CDS_0020 CDS_0031
CD5_0021 ThiF family (CDS_0025) | cps.0034
| T IcDs_0023|  €DS.0026 CDS_0027 CDS_0033 CDS_0035

—_— I I —_—
IMGVR_UViG_3300029520_000275|3300029520|Ga0244801_100001|257100-291355 15841:26674(+)

CDs_0026
ThiF family (CDS_0025) CDS_0027 PD-Lambda-1_PD-Lambda-1 (CDS_0028)

— - —— —
uvig_137210 15841:26611(+)

CDS_0026
ThiF family (CDS_0025) CDS_0027 PD-Lambda-1_PD-Lambda-1 (CDS_0028)
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IMGVR_UViG_3300029515_000223|3300029515|Ga0244841_100012[105680-141169 15758:26347(+)
2526 27 28 PD-Lambda-1_ PD-Lambda-1 (CDS_0029)
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uvig 225513 15778:25663(+)

multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0030)
Retron_VI_HTH (CDS_0028)
integrase (CDS_0026) 27 29 PD-Lambda-1_ PD-Lambda-1 (CDS_0031)
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uvig_471365 1704(729448(+)

ThiF family (CDS_0025) 30
2627 282931 32 PD-Lambda-1_PD-Lambda-1 (CDS_0033)
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IMGVR_UViG_330(529132_000220|3300029132\Ga0168796_1000O4| 95419-131507 15890:28508(+)

ThiF family (CDS_0025)
2627 2829 30 31 PD-Lambda-1_PD-Lambda-1 (CDS_0032)
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|MGVR?UVinSSOO?Z‘?ZO{OOOZS1|3300029204\ Ga0168686_100028|20298-56390 15857:28512(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0029)
ThiF family (CDS_0027)
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IMGVR_UViG_3300029254_000316|3300029254|Ga0168700_1000059(8222-42582 15969:27012(+)

HicB-like antitoxin (CDS_0025)
ThiF family (CDS_0028)
CDS_0029
CDS_0024 CDS_0026 | €DS.0030 PD-Lambda-1_PD-Lambda-1(CDS_0031)

-_— -
uvig 283611 17606:28197(+)

28
272930 31  PD-Lambda-1_PD-Lambda-1(CDS_0032)

IMGV?_UVIG_3300029716_OO-O444|3300029716\630245260_1000157| 13_520-45855 17234:27044(+)
ThiF family (CDS_0029)

30
28 T 31 32 PD-Lambda-1_ PD-Lambda-1 (CDS_0033)
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IMGVR_UViG_3300029136_000270|3300029136|Ga0168747_100344(29910-66707 17452:28999(+)
ThiF family (CDS_0027)

28
T29 30 PD-Lambda-1_ PD-Lambda-1 (CDS_0031)

IMGVEUViGj?:OOOZ% 14_000291|3300029614|Ga0245155_100006| 10689-4693“7235:28112&)

ThiF family (CDS_0027) 30
28 29 31

PD-Lambda-1_ PD-Lambda-1 (CDS_0032)

IMG\/?,UVIGJBOOO 14782_000168/3300014782] GaO134389,1000001|366853-4034957235:28513(+)
CDS_0028 CDS_0029 PD-Lambda-1_PD-Lambda-1 (CDS_0030)

IMGVR_UVIG_3300029292_000280|3300029292|Ga0167469.100037|33093 68414 17462:27698(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0031)
CDS_0028 CDS_0030

| cDps.0029 CDS_0034
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IMGV?_UViG_3300029857_000383|3300029857\ Ga0245297_1000004|75552-110337 17316:27510(+)

ThiF family (CDS_0033)
27 28 2930 31 32 34 35 36 PD-Lambda-1_PD-Lambda-1(CDS_0037)
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uvig 281638 17235:33824(+)
PD-T4-9__PD-T4-9_C (CDS_0024)
CDS_0026
CDSLO(E CDS_0028 CDS_0029 CDS_0030 PD-Lambda-1_PD-Lambda-1(CDS_0031)
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IMGVR_UViG_3300029307_000240|3300029307|Ga0167511_100107|72-39447 17391:31802(+)

CDS_0028 CDS_0029 PD-Lambda-1_PD-Lambda-1 (CDS_0030)
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IMGVR_UViG_3300029861_000360|3300029861/Ga0245310_100001]639018-674973 17771:28281(+)

ThiF family (CDS_0026)
27 PD-Lambda-1_PD-Lambda-1 (CDS_0030)
25 128 29 32
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IMGVR_UViG_3300029118_000211|3300029118|Ga0168844_100005(8222-44241 15963:28147(+)

integrase (CDS_0030)
28 DNA polymerase (CDS_0031)
27]29 | 32
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Chehoud_donor_NODE_10_length_34366_cov_37.032089 17235:26401(+)

transcriptional repressor (CDS_0030)
Retron_VI_HTH (CDS_0031)
28 29 T32 37
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uvig_504978 17193:27221(+)

translation elongation factor (CDS_0029)
28 30 31
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uvig 232621 15857-:29365(+)

anti-CRISPR-Cas (AcrllA1) (CDS_0031)
CDS_.0029 | CDS_0035 CDS 0036

i

uvig_702193 18690:25170(+)

CDS_0025  PD-Lambda-1_PD-Lambda-1 (CDS_0027)
"|cDps_0026

i#

| MGVR_UViG_SBOOOZElOZOOOZ 18|3300029407\G30243764_1OOT.33J 1-831760 15814:24447(+)

CDS_0024  PD-Lambda-1_PD-Lambda-1(CDS_0026)
CDS_0018 —‘EDS_OOZS

Eﬁ

—_—
| MGVR_UViG_3300029752_($0 102|3300029752|Ga0243766_100825 15140:24373(+)

ABC transporter (CDS_0029) PD-Lambda-1_ PD-Lambda-1 (CDS_0038)
25 26 27 28 30 31 32 33 3435 36 87
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|MGVR?UVi673300029-7647000222|3300029764\ Ga0243769_100028|58983-102429 15814:36134(+)

ThiF family (CDS_0025)
26 27 28 29 PD-Lambda-1_PD-Lambda-1(CDS_0030)

E#
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uvig_132311 15736:28015(+)
PD-Lambda-1__PD-Lambda-1 (CDS_0026)

CDS_0025

| MGVR_UVIG_3300029-215_0002 12|33000292 15/Ga0167476_100002|379323-410471 15739:24426(+)

EF-Tu (VF0877) (CDS_0023) 26 DNA polymerase (CDS_0029)
17 242527 28 30

IMGVR_UViG_3300029439_000302|3300029439|Ga0243904_1000254(32132-66614 12467:26625(+)
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