ADP-ribosylglycohydrolase (CDS_0048)
CDS_0047 CDS_0053
CDS_0045 CDS_0052
CDS_0046 CDS_0049 CDS_0050 CDS_0054  CDS_0055 CDS_0001 CDS_0002

tail completion or Neck1 protein (CDS_0005)

CDS_0003

CDS_0004

MGV-GENOME-0263481 34294:5970(+)
CDS_0051 CDS_0052

PE-{ O {OESEED——— ) )

uvig_354390 34246:5970(+)

CDS_0052 CDS_0054
CDS_0047 CDS_0053
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IMGVR_UViG_3300029481_000019|3300029481|Ga0244053_100471 34188:6010(+)
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CDS_0052

OO OB n——/ 0 )

uvig 225771 34111:5933(+)
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CDS_0050 CDS_0053 CDS_0055
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D

PO O OO ——— 0 !

uvig 539506 34332:6177(+)

QVELS_OOS 1
CDS_0050

DO OB — 0 )

IMGVR_UViG_3300045988_083780|3300045988|Ga0495776_017010 33088:6021(+)

CDS_0056
CDS_0055 CDS_0057

DO OEOBET o —— 0 )

MGV-GENOME-0266243 34776:5961(+)

CDS_0049 CDS_0050

CDS_0003

OO DEOEBE—D{ —— 0 )

-

o

MGV-GENOME-0246430 30925:5033(+)

CDS_0047

PO OEE————— ) )

)

uvig 513529 30236:5033(+)

CDS_0051

PEDIO—80D— ) ! a

)

IMGVR_UViG_3300045988_166349|3300045988|Ga0495776_015126 32857:4974(+)
CDS_0043 CDS_0003

CDS_0005

PE OO O——/— ) a

O

)

uvig 549348 30558:5049(+)
CDS_0045 CDS_0051 CDS_0053

OO E-DE— ) ) s

MGV-GENOME-0252392 32904:6818(+)
CDS_0046 CDS_0052CDS_0053

CDS_0003

CDS_0004
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DD

O 0 O ——-T 0 )
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I

uvig 149428 33847:6013(+)
CDS_0051CDS_0052

O 0 O o——-/ ) )

o

IMGVR_UViG_3300045988_103843|3300045988|Ga0495776_009262 33847:5958(+)

CDS_0042 DNA methyltransferase (CDS_0047)

E- DO ——/ 5 ! N

MGV-GENOME-0244496 32696:5943(+)

CDS_0044 CDS_0046 CDS_0047

OO O— OO0 >—— ) )

IMGVR_UViG_3300045988_139045|3300045988|Ga0495776_003590 30936:4716(+)
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connector other unknown function



